logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019

967080 MKY51 RS01335 WP 339174834.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

967080 MKY51 RS01335 WP 339174834.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

.MTL I(n: LL[JS NERAYASDLH G
MTSGIDIT

e

BYGARFRVNAFNIQGYG VKIRIAIP gy

=== ekl = == =22

el

EKGESIMRE

YL
rsl, 87

IR0 e

ALEHKD\/HEL YQ|

BeLnd

ZEZ
RX
%é:)
=
25
—|-|—<
ZTN
3
l_l_l
<
s —
L |
}L/ﬁ
—I—l
(T
<

NEYBDGMETHKESSIDRY R V{EA|ZT L YAWICERHA OGEAL .
A

HKNSIRE

L% TN)eIASD ‘HL AG

I¥ SDLH SAG
I§ SDLH SAG
CASDLHLSAG
@ASDLHLS G
[ IYASDLHLSAG
[GASDLHLSAG
[€ASDLHLSAG
[GASDLHLSAG

* ko |oskokokokok

ARFRVNAFNIM&RGIY AVFRTIPSHN
ARFRVNAFNJN&RG|Z AVFRTIPSHN
RFRVNAFBIQERGOSJAVERTIP N
RFRVNAFBIQIRG[SAVFRTIP |
ARFRVNAFNQSRG AVFRTIPS|
ARFRVNAFNQSRG AVFRTIPS|H
ARFRVNAFNQNRG GAVEFRTIPS|S
ARFRVNAFNQNRG GAVFRTIPS|S
ARFRVNFNQNRG GAVFRTIPS[
ARFRVNAFNQNRG GAVEFRTIPS|S
ARFRVNAFNQNRG GAVFRTIPS|H

ARFRVNAFNQNRG GAVEFRTIPS|S
NEEEEET Kook ok ok ok ok ok |k |

Il skoskoskoskok | oskosk ok

ET§| #EB\.

*  kokokok

PMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

EPMIRVHG
S

E
E
E
15
E
E
E
E
15
E

* | %

* okk  kokk kk Xk

MNDEIQR MY
MNDREIQR Y
IMNDIAQRE
IMNDHQRH]
IMND QR
IMND

IMND

IMND

IMND

IMND

IMND

IMND

LDEPIRTFRINT AlNg? GLVLVTGPTGSGKSTTLAAM
LPE\PIATFINT ANNGY GLVLVTGPTGSGKSTTLAAM

I3 AMJAMIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
I DPAMPRGLVLVTGPTGSGKSTTLAAM
ISTIAYPRGLVLVTGPTGSGKSTTLAAM
DIIOMMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMNPRG VLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM
Pokokokokoe Do DL DD Dok ]

1563
155
156
157
159
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
967080 MKY51 RS01335 WP 339174834.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1202 PSJM300 01600 AFN76400.1

1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
967080 MKY51 RS01335 WP 339174834.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1

Wil

EDPIEFVH¥K C

EDPIEF H[aj:{0C

EDPIEF H|N:¥X¢C INQREV[END Ty
EDPIE HBJIKK NQRE [@&UDT[Y
EDPIEF H|gyK INQREV[ESIDTI®
EDPIEFVH@MSKKSLINQRE H[e)IT]®
EDPIEFVHMSKKELINQRE H[ApITIR
EDPIEFVHEIWKCLINQREVH
EDPIEFVHEIWWKCLINQREVH
EDPIEFVH@EMNKKCL NQREVH
EDPIEFVH[MBKKCL NQREVH
EDPIEFVHIXSKKCL NQREVH
EDPIEFVHI®NNKKCL NQREVH
EDPIEFVHINSKKCLINQREVH
EDPIEFVHMNKKCLINQREVH
EDPIEFVHMSKKCLINQREVH
EDPIEFVHRSKKCLINQREVH

EE A skl DLk |

TIDRLDUF ezt R S s i e

o

TIDRIIDVFP
IDRI DVFP Q
T DRI DVFPA[§EK
T DRI DVFPA[§EK
TIDRIIDVFP N K
TIDRIIDVFP B K

e W T AR

W LR -LR'DPD
INALR ALR MPD
FWJALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NPVALRSALREDPD
MIZALRSALREDPD
SIZALRSALREDPD
IMAALRSALREDPD
INALRSALREDPD
WHALRSALREDPD
IAALRSALREDPD

* Dok |1k

MUGGGRVA
. Vieeferang:y

T

LA PR e

IL GEMREMIEN PIALINJAETGHLVF | TLHIRBYANM
ILVGEMRDMETIRMNA TAAETGHLVFGTLHT SAJMN
ILVGEMRDMETII®AA TAAETGHLVEIGTLHTIYS Al
ILVGEMRDIQETIMLALTAAETGHLVFGTLHT ﬁ

G

ILVGEWRDIMETIILA TAAETGHLVFGTLHTWYSA

ILVGEMRDMETIWLA TAAETGHLVFGTLHTNSAp
ILVGEMRDMETIIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIILALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIIILALTAAETGHLVFGTLHT SAAK
UL Pk sk Dk LD DU Dok Dokok

il REBKVA%.thlQ:[ o) 0

= o

EHEIM WPAIRNLIREWNK
C

HEIM @WPAIRNLIRERK

.NKGGRVAAHEIM (oA TRNL IREIEK

. NK[eeARYNL

EIM [SNEATRNLIRENK

1194
1202
1020
1081
1060
1040

consensus

PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

WIGGGRVAAHEIMI
MUGGGRVAAHEIMI
BOGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIUGGGRVAAHEIMI
MIUGGGRVAAHEIMI

®ok | kok ok ok |

ko | okok ok ok ok ok ok ok ok ok ok *

* % ok

WWPAIRNLIREPNK

BWPAIRNLIREWNK

IIPATRNLIRE[@®K

IIPATRNLIRENK

IIPATRNLIRENK

IIPATRNLIRENK
* * 11

kokokkokk Xk *

AQMYSE\IQTG
AQMYSHIQTG
AQMYSHIQTG
AQMYSEAIQTG
AQMYSEVIQTG
AQMYSE\IQTG

233
235
236
237
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
317
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

967080 MKY51 RS01335 WP 339174834.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

967080 MKY51 RS01335 WP 339174834.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

TLQQ§L§\.V§'3~Q§§EEAB%A%NEEE

WEPIFAY QG V DD KIEE QDAL HS
ABREA
ARSSIA

SREBE T Kl m EARS L L GRERVRESHET o avras AR LR mRosSCREF R A
DSANDLRLMLKTKRGDDY...GSGSLQNVKI........ DME..............
DSSNDLRLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. .. ..
DSPNNLRLQIKLSEEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ...

IERIR AR Y N|HY VQEERS LLH
INEDIRAJREDIRY DHQHESS]Y ADPALKH
QNSESMSF

LERJA
IBMPEVIARRRIA
BRRRENQNSESMSF

IRIKHTI\HEAJNLN . KSLIg .
IRIKHTI\HEAJNLN . KSLIg.
INIRENIAREKINKI . PEN)g .

iR DSMKEXMKQ . PENY .
MNLPTIRAVIKS . PES)Y.
P QTNRTAMKQ . PES[HL
P QTR TAMKQ . PES[HL
P QTNRTAMKQ . PES[HL

....................... 368
....................... 381
....................... 383
....................... 347
PATPAAPAAGRSEPGRAGGFGRR 418
....................... 347
....................... 347
....................... 345
....................... 345
....................... 344
....................... 344
....................... 344
....................... 344
....................... 344
....................... 345
....................... 345
....................... 345

X non conserved
B similar
>50% conserved

ID.PKEARLAN. .DASAGL.GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA

368
381
383
347
395
347
347
345
345
344
344
344
344
344
345
345
345



