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NTDB id 966970 NST03 RS28710 WP 042238256.1 MLKLLKNLEPKEWFLFGISLMFIIAQVWLDLELPDYMSDITRLIQTPGSQMSEILTAGAWMLLCALGSLATSIVVAGIAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !* ! ! *!!! * *! !!* !!*!! !*!!! !! !*!!*!* !*!* *! !!** !! **!* *!
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NTDB id 966970 NST03 RS28710 WP 042238256.1 RIAADLSARLRANLFDKVQSFSMEEISNFSTASLITRSTNDITQVQMLIVIGLQLLVKAPILAVWAILKITGKSWQWTLA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !! * !!! *! *! *! !! !! *!!*!!*!!!*!!*!**!!*!*!** **!!*!!!!* !! !!! !! !
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NTDB id 966970 NST03 RS28710 WP 042238256.1 TGASVGLLVLIVAVCITLVLPKFKKLQQLTDNLNRVSRENLNGLRVIRAYNAEKYQEGKFASANNELTRTNLFANNVMTT 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! ! ** *** !** * !* * *! !!! !! *!! ! !*!!*!!!!!! !!* !! ! !!* !! *!*

logo

L
M
M
NPSVI

M
S
T
L
V
I
V
M
SSGLSTLAS IYW IGAVYI

L
I
L
N
Q
A
D
A
I
D
K
IPMTSVTAAKGAG

I
A
T
A
D
K
R
I
M
G
S
L
VFSDMI

VVFSSYAI
MQVVMVAGFMML

M
I
V
A
MI F I ILLPRALQV

NTDB id 966970 NST03 RS28710 WP 042238256.1 LMPSISLIMSGLSLSIYWIGAVIIQAAD............GTAKMGLFSDMIVFSSYAIQVVMAFMMLIMIFILLPRAQV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus * ! **** !!!*! !!!!!! *** ************ ** *!!!!*!!!!!!*!!!**!!!** !!!*!!!! !
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NTDB id 966970 NST03 RS28710 WP 042238256.1 SAKRINEVLETVPSLKNGSVTHFPVKRVDELEFRGVSFKYPDAEDYVLENISFTAKQGETVAFIGSTGCGKSTLVNLIPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
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NTDB id 966970 NST03 RS28710 WP 042238256.1 FYDATEGEVLVNGINVKEYDQQALRNKMGYVSQKAVLFGGTVTSNIAFGENGAGQVLSSDIVDAVYTSQSSEFVEKLEGS 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
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NTDB id 966970 NST03 RS28710 WP 042238256.1 YDAHIAQGGSNLSGGQKQRLSIARAIARRPEILIFDDSFSALDYKTDRKLRSELKKVASASTMLIVAQRIGTIKDADKII 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
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NTDB id 966970 NST03 RS28710 WP 042238256.1 VLEAGQIAGMGTHDELMHTCSVYQEIAYSQLTKEELA... 585
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!* ! * ! !!! !!** * *!!!!!!!!!*!!!! ***
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