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NTDB id 1233 CJJ81176 RS04995 WP 002853564.1 MRCINCGAFALLCFCELCELELSEFSLNVRKLDNNFKVYSFYKYHEIQHLLHSKHYFYGYFVYKMLAKLSFAKFKDFFDP 80
NTDB id 96675 NHP RS07960 WP 015107304.1 MRCFSCGVWSFKPLCKRCYTELVP.RLQTHRL.EHIPVLSFYAYDDIELLLKSKYSLVGSRLLPLLASRVQSLLKPLL.. 76
NTDB id 1221 C694 RS07590 WP 001203580.1 MRCLTCLKLSFKPLCPNCLNDLPL.SLKVRVL.EGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQE 78
consensus !!!**!* ******! ! *! *!****! * * !*!!!*! *!* !**!!* **!******!* * * ** **

logo

QGLNQ
R

E
I
M

P
S
T

I
L
N
Y
A
G
V

L
I
P
A
L
IDDHKVI EKDRSFGMLYSHTSAALIALAKRAGRFLYLCAKQGNTKSFNPCLVKPTVFYGNKRVLKRAI

N
Q

K
N
A
H
N

V
I
K
S
TYSAGQKSLEFRAKQKNQHNKPKRGNYFKTVLFLKKGTDEISHRSELADPVYI
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NTDB id 1233 CJJ81176 RS04995 WP 002853564.1 ...RMTINVIALDDKVEDMLYSHSA.ILARYLKTKFVKPVFNVLKAQNHIKYSGKSLEFRQKHKRNYKLLKTIHEPVILV 156
NTDB id 96675 NHP RS07960 WP 015107304.1 ...QESLYALPIDDHIKRG.YSHTAAIARALCANSPCKPVYNKLRAIKNITYAGQSLEFRKQNPKGFVFKGDSRLAYFLV 152
NTDB id 1221 C694 RS07590 WP 001203580.1 QGLNIPLYGIAIDDKIKSF.YSHSAALLKGFCQG.NLKPTYGRLRANNAVSYAGKSLEFRANNPRNFTFKGDESLDYFLL 156
consensus *********!!*** !!!*!******* *!!****!*!** **!*!*!!!!! ****** **** * **!*
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NTDB id 1233 CJJ81176 RS04995 WP 002853564.1 DDIVTTGSSLLEAKKVLEENKISVLFALVLADAKV 191
NTDB id 96675 NHP RS07960 WP 015107304.1 DDVLTTGTTLCQAIQTLKAAGVKVAFALVLAKA.. 185
NTDB id 1221 C694 RS07590 WP 001203580.1 DDIITTGTTLKEALKYLKTLNIKVHFAIALCSADE 191
consensus !!**!!!**! *!** !* **! !!**!* !
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