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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 583 DLJ51 RS09560 WP 002962590.1 .MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQDGERQ..ADFVNVVFWGKLAESLVSYAGKGSLVSLDGEI 77
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDRE..ADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIE..ADYVNCTLWRKTAENTALYCQKGSLVGVSGRI 77
NTDB id 966622 MKY42 RS32635 WP 024629535.1 .MLNRVILIGRLTRDPELRYTPAGVAVTQFTLAVDRPFTSQGGERE..ADFIPVVTWRQLAETCANYLRKGRLAAVEGRI 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGERE..ADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
consensus **!*!*!*!!!********** * *! ***!***** !*** ************!! *****!!*!****!**

logo

R

Q
V
S
TRHSKNYQEKGNENKQEQDGKVIQNTERHRVFTYAVYTDE I

V
I
Q
L
V
V
A
E
Q
N
D
T
E
N
S

F
M
V
S
K
Q
R

L
M
F
M
L
D
G
E
G
P
S
A
K
R
A
P
T
N
G
Q
T
E
R

D
E
G
R
T
N

A
E
G
K
N
S

A
L
N
Q
S
G

A
G
R
D
E
G
Q
S

N
G
D
N
G
Y
G
N
Q
A
E
S
P
D
G
M
Q
Y

D
E
N
F
S
E
G
N
G
S
G
NQSYFNGGYGRSQENQSDEQNPSEGPSAFYTGQSGRGNPGAQNRQANTQGNQSNRANRQNPNQAAGPSRDNNASPSHFNTPNQADQEAD

NTDB id 1103 NMB RS07590 WP 002212976.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG....GAPYEE......GYGQSQEAYQRPAQQSRQPASDAPSHPQEA 150
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG....GAPYDE......GYGQSQEAYQRPAQQSRQPAPDAPSHPQEA 150
NTDB id 583 DLJ51 RS09560 WP 002962590.1 RTRHYEK.DGQTHYVTEILAQSFQLLESRAQRALRENNGASD...................................... 118
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN..GSQQSGFTSPQQTGNAPAANN...TQAD 152
NTDB id 112 BSU 36310 NP 391512.2 QTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................ 113
NTDB id 966622 MKY42 RS32635 WP 024629535.1 QVRNYENNEGKRVYVTEVIADNVRFLESANRDNNGGGGGQPM...........REEPSYGGGGRANNNNNSRS...NNQD 143
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNS...FNDD 154
consensus **! !** *! ********* ***** ** ** * * * *

logo PAFAPRRQPSAVDNPNADLAGQTAKADPLVIVEDLDI EISEDEDEDI
LPF

NTDB id 1103 NMB RS07590 WP 002212976.1 PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ...........LTDLVLEEEELPF 131
NTDB id 624 LCA RS00040 WP 011373726.1 PF......ANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ........................ 113
NTDB id 966622 MKY42 RS32635 WP 024629535.1 PF......SDDGKPIDISDDDLPF 161
NTDB id 113 BSU 40900 NP 391970.1 PF......ANDGKPIDISDDDLPF 172
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