
logo

MQM
Q
E
H
P
QDQLQKTI

L
D
EEERGPYI

LKGETI
V
L
N
T
Y
T
VI FYHNDETENHLFYSTI

V
I
LKI

V
K
RVQTDETNSEADFI EKDEKAE I

V
S
V
A
V
K
TGYFPSANLQEEQETPTYFTFYGKTFI EVRTHAPKRFGL

NTDB id 966456 NYE61 RS03555 WP 303447327.1 ..MEQDQQTIDERGYIKGEILYTIFHNETEHFSIIKIRVQDTNEDFKEKEIVAKGYFSNLQEQTPYFFYGTFERHARFGL 78
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NTDB id 966456 NYE61 RS03555 WP 303447327.1 IGEVVAIFREEENVDNVEQVVIAFDDKEVVYERNNYINFTHAYCISIHKSQGSEFPIVILPVVSTYYRMLRKNLLYTAIT 711
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