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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDRE..ADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 966261 MKY59 RS31075 WP 236413659.1 .MLNRVILIGRLTRDPELRYTPAGVAVTQFTLAVDRPFTSQGGERE..ADFIPVVTWRQLAETCANYLRKGRLAAVEGRI 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGERE..ADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIE..ADYVNCTLWRKTAENTALYCQKGSLVGVSGRI 77
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENS...........GGAPYEEGYGQSQEAYQRPAQQSRQPASDAPSHPQE 149
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENS...........GGAPYDEGYGQSQEAYQRPAQQSRQPAPDAPSHPQE 149
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS.NG..SQQSGFTSPQQTGNAPAANN...TQA 151
NTDB id 966261 MKY59 RS31075 WP 236413659.1 QVRNYENNEGKRVYVTEVIADNVRFLESNRDSNNSGGGGQM...REEPS.YGGG.......GRANNNNNSYSRS...NNQ 143
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQY.FGGGQNDNPFGGNQNNQRRNQGNS...FND 153
NTDB id 112 BSU 36310 NP 391512.2 QTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................ 113
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NTDB id 1103 NMB RS07590 WP 002212976.1 APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 624 LCA RS00040 WP 011373726.1 DPF......ANNGQAIDISDDDLPF 170
NTDB id 966261 MKY59 RS31075 WP 236413659.1 DPF......SDDGKPIDISDDDLPF 162
NTDB id 113 BSU 40900 NP 391970.1 DPF......ANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ......................... 113
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