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NTDB id 966250 MKY59 RS21765 WP 236416569.1 MSRTHRKKRRNKGFGSLKKKGLTLLTLMVVLFFAWFKGEIPLDL.PAWLDQGTTQGVDHTITFPSERYPETAAHIKSAIK 79
NTDB id 110 BSU 03430 NP 388225.3 ..............MNITTDIIKTILLVIVIIAAAAVGLIKGDFFSADQKTSQTKEYDETMAFPSDRYPETAKHIKDAIN 66
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EGHSDEVCTIDRDGAEAENRRELQSLKDGVPSVKKGYDRDEWPMAMCAKEGGAEGNADS IVEQYI STPAKDNRGAGSWVGHNQRLSTDTYPDGTKRVLRF

NTDB id 966250 MKY59 RS21765 WP 236416569.1 AGHSDVCTIDRDGAEANRELSLKGVPVKKGYDRDEWPMAMCAEGGANADIQYITPKDNRGAGSWVGNQLSTYPDGTRVRF 159
NTDB id 110 BSU 03430 NP 388225.3 EGHSEVCTIDRDGAEERREQSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPADNRGAGSWVGHRLTDYPDGTKVLF 146
consensus !!!*!!!!!!!!!! !! !!! !! !!!!!!!!!!!!!! !!! ! * !!*! !!!!!!!!!!* !* !!!!!*! !

logo

T
V
I
V
K
Q

NTDB id 966250 MKY59 RS21765 WP 236416569.1 VVK 162
NTDB id 110 BSU 03430 NP 388225.3 TIQ 149
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