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NTDB id 413 AAK55817.1 141..845( ) .....MKKILIVDDEKPISDIIKFNMTKEGYEVVTAF.NGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKTSSVP 74
NTDB id 374 SMU RS06885 WP 002262930.1 .....MKKILIVDDEKPISDIIKFNLAKEGYDTITAF.DGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKNSHVP 74
NTDB id 966242 MKY59 RS02075 WP 339275729.1 MDTMKNKKILIVDDEPEIREMIERFLRKEGFFRVYTADNFANALSVCRMEKPDAAILDVMLPDGDGFSLLSSIRSFSDMP 80
NTDB id 372 SMU RS05280 WP 002262198.1 .MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTSTIP 79
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NTDB id 413 AAK55817.1 141..845( ) ILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKKY 153
NTDB id 374 SMU RS06885 WP 002262930.1 IIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKKR 154
NTDB id 966242 MKY59 RS02075 WP 339275729.1 VLFLSARGEDEDRLLGLGLGADDYMVKPFLPRELILRLMAILKRVYAAPVV......ERLPVFRLGSQVIDLESATVQRG 154
NTDB id 372 SMU RS05280 WP 002262198.1 VLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDD..........TLILPTCQVNFSQALITKG 149
consensus ** !!!**** ****!***!!!!!* !!!***!!* !****!*!******* * **** ******************

logo

D
E
G
E
L
S
TEHILVDEPQLTAHKREHYFASE I

LLHKVYKVHLAYENSTHNQTNGQRI
V
I
M
VTFSRDEAQHLCLQEAKTVWGDLYEQDSYQFGDYEVNRTLMVDMAVHTI

VRKR I
LRQEKI EAEDDNTPSKRPMECYI

LLTRVKRGLVGYKYLML
R
K
A
N
S
V

N
S
V
Y

NTDB id 413 AAK55817.1 141..845( ) GEELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRNN 233
NTDB id 374 SMU RS06885 WP 002262930.1 GTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMKSY 234
NTDB id 966242 MKY59 RS02075 WP 339275729.1 DSEHPLTAKEHAILVKLYENQGRIVTSDALCQAVWGDESFGYENTLMVHVRRIREKIEEDPSKPMYLLTVRGLGYKLLAV 234
NTDB id 372 SMU RS05280 WP 002262198.1 ELEIQLTAKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS 229
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