
logo

MI
MAEKLFKERSRKRFTNTARCAKYSRYVFNDHF I LVLLFLLGFVLVQYSQLLRKHFPKNPWAI I LGLLVLCLLLPFWGNIATYLE

NTDB id 482 STER RS07725 WP 011681529.1 .MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLE 79
NTDB id 966184 NYE32 RS07985 WP 060972582.1 MIAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLE 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 .MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLE 79
consensus *!*!!!!!!*!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PADKHYLLVKEEEVLDHI
VKKATGRAFRFWVLI IVQTL I F I LVVIPLFLALGLPVWGVVI L IVAVAMAI LKCYVF I FQKKAQPFYKQS

NTDB id 482 STER RS07725 WP 011681529.1 PADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQS 159
NTDB id 966184 NYE32 RS07985 WP 060972582.1 PADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKYVIFQKKAQPFYKQS 160
NTDB id 474 HSISS4 RS07765 WP 418080400.1 PADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQS 159
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!**!!!!!!!!*!!!!!!!!!!!!!*!*!!!!!!!!**!!!!!!!!!!!!!

logo GLNWTDEKAIAAGENKRQQS I LKFFSLFTNVKGITSSVKRRGAYLDGI LKRTKKDKKEHNYTWYNLYLRAFLRSGDYVFALSLRLFAL
NTDB id 482 STER RS07725 WP 011681529.1 GLNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFAL 239
NTDB id 966184 NYE32 RS07985 WP 060972582.1 GLNWTEAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKENTWYNLYLRAFLRSGDYFALSLRLFAL 240
NTDB id 474 HSISS4 RS07765 WP 418080400.1 GLNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFAL 239
consensus !!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!*!!!!!!!!!

logo TLLVI FLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPI
VGKDMQVSNLKHRL INTQIVLVMLTL IVQALICLFDLKF

NTDB id 482 STER RS07725 WP 011681529.1 TLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQIVLVMTLIQALCLFDLKF 319
NTDB id 966184 NYE32 RS07985 WP 060972582.1 TLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKHLITQIVLVLTLVQAICLFDLKF 320
NTDB id 474 HSISS4 RS07765 WP 418080400.1 TLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLITQIVLVLTLVQAICLFDLKF 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!!!!!*!!*!!*!!!!!!!

logo SL I L IVGVIMLVLSLVYLPAKLKKMID
NTDB id 482 STER RS07725 WP 011681529.1 SLILIGVMLVLSLVYLPAKLKKMID 344
NTDB id 966184 NYE32 RS07985 WP 060972582.1 SLILVGIMLVLSLVYLPAKLKKMID 345
NTDB id 474 HSISS4 RS07765 WP 418080400.1 SLILVGIMLVLSLVYLPAKLKKMID 344
consensus !!!!*!*!!!!!!!!!!!!!!!!!!
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