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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILF....ICSILLALFRKYY...LMIPILIVFAVFFLLINSLSIRD 71
NTDB id 966182 NYE32 RS07675 WP 073689617.1 ..MWLKKAPINLFSLSLLIAALYFTIFVTNVYAIGTFVFLMVCFL.KHHWKNKTALKLVGLVGSFFLVYFLFLHHRASIQ 77
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVLII...CGIFGFWFLFQNWQQSQA 77
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVLVI...CGIFGFWFVFQNWQQSQA 77
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLII...CGIFGFWFVFQNWQQSQA 77
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLII...CGIFGFWFVFQNWQQSQA 77
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLII...CGIFGFWFVFQNWQQSQA 77
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLII...CGIFGFWFVFQNWQQSQA 77
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NTDB id 596 KW2 RS08720 WP 021037686.1 NENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDD 151
NTDB id 966182 NYE32 RS07675 WP 073689617.1 DKQAPAEINQVTLIADTLSVNGEQLSAIGKAKGQNYQVFYRLKSEKEQHFFKTTSQTLVLKGKITLIPATGQRNFQGFNY 157
NTDB id 494 SM12261 RS04305 WP 000942409.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDY 157
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDY 157
NTDB id 189 SPR RS04300 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 223 SPD RS04540 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 264 KZH43 RS04200 WP 000942407.1 SQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
NTDB id 154 SP RS04735 WP 000942394.1 SQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNY 157
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NTDB id 596 KW2 RS08720 WP 021037686.1 QKYLASQNIYRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGI 227
NTDB id 966182 NYE32 RS07675 WP 073689617.1 QSYLASQGIYRIAQIERLDQVVPQKSLSPLAFFHQLRRRALVHIQTHFPSPMRHYMTGLLFGYLDKEFGEQSQLYTSLGI 237
NTDB id 494 SM12261 RS04305 WP 000942409.1 QAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGI 237
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 189 SPR RS04300 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 223 SPD RS04540 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 264 KZH43 RS04200 WP 000942407.1 QAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGI 237
NTDB id 154 SP RS04735 WP 000942394.1 QAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGI 237
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NTDB id 596 KW2 RS08720 WP 021037686.1 IHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVL 304
NTDB id 966182 NYE32 RS07675 WP 073689617.1 IHLFALSGMQVGFFLGWFRYGLLRLGLPKDYLFIVLLPFSLCYGLMTGWTASVLRSLVQSLLAEFDIKKLDNMGITLLLL 317
NTDB id 494 SM12261 RS04305 WP 000942409.1 IHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 522 SMSK321 RS04965 WP 000942453.1 IHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 189 SPR RS04300 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 223 SPD RS04540 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 264 KZH43 RS04200 WP 000942407.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
NTDB id 154 SP RS04735 WP 000942394.1 IHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVL 317
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NTDB id 596 KW2 RS08720 WP 021037686.1 MLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFML 384
NTDB id 966182 NYE32 RS07675 WP 073689617.1 FLLLPHFLLTVGGVLSCSYAFLLCLFD..FEDLSSLKKSIYTSLVLSLGILPFLTYYYGTFQPVSLILTTIFSIVFDSFL 395
NTDB id 494 SM12261 RS04305 WP 000942409.1 FIVMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FIIMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
NTDB id 189 SPR RS04300 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
NTDB id 223 SPD RS04540 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
NTDB id 264 KZH43 RS04200 WP 000942407.1 FIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTF 394
NTDB id 154 SP RS04735 WP 000942394.1 FIVMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVF 394
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NTDB id 596 KW2 RS08720 WP 021037686.1 LPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFL 464
NTDB id 966182 NYE32 RS07675 WP 073689617.1 LPVLTVFFALSGLVIFSQINPLFEWMESFLTWIQSWIGQPLILGKPSLFQFGLMIAVLILLFDFWKKPQFRICLLMIFGL 475
NTDB id 494 SM12261 RS04305 WP 000942409.1 LPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITG 474
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITG 474
NTDB id 189 SPR RS04300 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
NTDB id 223 SPD RS04540 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
NTDB id 264 KZH43 RS04200 WP 000942407.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITG 474
NTDB id 154 SP RS04735 WP 000942394.1 LPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITG 474
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NTDB id 596 KW2 RS08720 WP 021037686.1 FFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLAL..PQKNWQKAQTQSNADKTLIPYLESMGVAHIDQL 542
NTDB id 966182 NYE32 RS07675 WP 073689617.1 LMVWVKHPLTNEVTVVDVGQGDSIFLRSM.KGETILIDVGGKVTFG.AKEKWQESSQTSNAEKTLIPYLQARGVSQIDYL 553
NTDB id 494 SM12261 RS04305 WP 000942409.1 LFFLTKHPLENEITMLDVGQGESIFLRDV.TGKIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQL 553
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LFFLTKYPLENEITMLDVGQGESIFLRDV.AGKTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQL 553
NTDB id 189 SPR RS04300 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDV.TGKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
NTDB id 223 SPD RS04540 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDV.TGKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
NTDB id 264 KZH43 RS04200 WP 000942407.1 LFLLTKHPLENEITMLDVGQGESIFLRDV.TGKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQL 553
NTDB id 154 SP RS04735 WP 000942394.1 LFFLTKYPLENEITMLDVGQGESIFLRDV.TGKTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQL 553
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NTDB id 596 KW2 RS08720 WP 021037686.1 ILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDS 622
NTDB id 966182 NYE32 RS07675 WP 073689617.1 VLTHTDTDHIGDLEEVAKCFKIKEICVSQGALTKPSFVKRLRTIKCPVHTLKAGDKLPMMGSNLQVLYPNKVGDGGNNDS 633
NTDB id 494 SM12261 RS04305 WP 000942409.1 ILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDS 633
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDS 633
NTDB id 189 SPR RS04300 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 223 SPD RS04540 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 264 KZH43 RS04200 WP 000942407.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
NTDB id 154 SP RS04735 WP 000942394.1 ILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDT 633
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NTDB id 596 KW2 RS08720 WP 021037686.1 IVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETL 702
NTDB id 966182 NYE32 RS07675 WP 073689617.1 IVLYGKLLGSSFLFTGDLEKEGEEELMVSYPTLRASVLKAGHHGSKGSSSEAFLDQLHPSLALVSAGENNRYKHPNDETI 713
NTDB id 494 SM12261 RS04305 WP 000942409.1 LVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETL 713
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETL 713
NTDB id 189 SPR RS04300 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
NTDB id 223 SPD RS04540 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
NTDB id 264 KZH43 RS04200 WP 000942407.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETL 713
NTDB id 154 SP RS04735 WP 000942394.1 LVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETL 713
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NTDB id 596 KW2 RS08720 WP 021037686.1 ETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 966182 NYE32 RS07675 WP 073689617.1 ERFKQRHIKILRTDKDGAIRFKGW.FKWSSETVR 746
NTDB id 494 SM12261 RS04305 WP 000942409.1 TRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 TRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
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