logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id

T

286 KZH43 RS05975 WP 000782664 .1 TTLKITIS PQEKTEEFF Y[
285 SPD RS06395 WP 000782664 .1 TTLKITIS PQEKTEEFF Y[
284 SPR RS06100 WP 000782664.1 TTLKITIS PQEKTEEFF Y[
283 SP RS06670 WP 000782668.1 TTLKITIS PQEKTEEFF Y]
380 SMU RS01250 WP 002262749.1 TTLKITIS PQEKTEEFFYN
966070 NSQ79 RS00935 WP 014633671.1 PQEKTEEFFYJN
299 STER RS01050 WP 011680667 .1 PQEKTEEFFYpN
331 STU RS10485 WP 011225365.1 PQEKTEEFFYJN

286 KZH43 RS05975 WP 000782664 .1
285 SPD RS06395 WP 000782664.1
284 SPR RS06100 WP 000782664 .1
283 SP RS06670 WP 000782668.1
380 SMU RS01250 WP 002262749.1

966070 NSQ79 RS00935 WP 014633671.1 o :' BKTL
o GIERANHHKIRSE HBK TLKIZV
- oBRiEtlrs{B3e K TGV

299 STER RS01050 WP 011680667.1
331 STU RS10485 WP 011225365.1

V

GMLSFRVTP
GMLSFRVTP
GMLSFRVTP
GMLSFRVTP
GMLSFRVTP
GMLSFRVTP
GMLSFRVTP
GMLSFRVTP

G R et SN R VAL

VDVFVTKS|SI
VDVFVTKS|AI
VDVFVTKSINI
VDVFVTKS|AI
DVFVTKSAI
VDVFVTKS|
VDVFVTKS)
VDVFVTKS)

KAMTEPTKEVPE N Ii@aD
TMTEPAK]2VAE|288 T B2D
TMTEPAKEVAE I El

Wb KNB@YYJ ) A@M&AR i AB@%DgR it

286 KZH43 RS05975 WP 000782664 .1 . PSPYPAW
285 SPD RS06395 WP 000782664.1 . NHPSPYPAW
284 SPR RS06100 WP 000782664 .1 . NHIZSPMP AW
283 SP RS06670 WP 000782668.1 . NHIZSPMPAW
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