
logo MI
L
P
S I LF IVFLGL I LGSFYYTAGCR IPLHLMS I IANPRSASCPSFCRRSTLTPAEL IP I

VLSFALFLLQKGKCKSCGHQKRI
LSFLMYPAAELSVTA

NTDB id 965865 NST56 RS15065 WP 339177506.1 MIPILFVLGLILGSFYYTAGCRIPLHMSIINPRSACSFCRRSLTPAELIPVLSFALLKGKCKSCGQKLSLMYPAAELSTA 80
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTA 80
consensus !**!!!* !!!!!!!!!!!!!!!!!!*!!! !!! !*!!!!*!!!!!!!!*!!! !!!!!!!!***! !!!!!!! !!

logo CLFAAAGFIRFGI
LSLWELFIPVALVLVF ILSLL I IVASVTDIHFML IPNR I L ILFFLPFLAAAGR I

L I SPLDYSWYAEGFL ILGAAAGFLFLLASFVI
NTDB id 965865 NST56 RS15065 WP 339177506.1 CLFAAAGFRFGLSWELIVALLFLSLLIIVSVTDIHFMLIPNRILLFFLPFLAAGRIISPLYSWYEGFIGAAAGFLLLSFI 160
NTDB id 103 BSU 28070 NP 390685.2 CLFAAAGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVI 160
consensus !!!!!!! !!!*! !! *!**!*!!!!!! !!!!!!!!!!!!!!*!!!!!!!!*!*!!!! !!! ! *!!!!!!! ! !

logo AAVITHGGI
VGGGDIKLFLAVIGFLVLGVKMLAAIAFFFSVL IGALYGATAAI

VLFTGRLAGKRKRQP I
LPFAPAIAAGS I FLAYLYGDS I I S

NTDB id 965865 NST56 RS15065 WP 339177506.1 AVITHGGIGGGDIKLLAVIGLVLGVKMLAIAFFFSVLIGALYGTAAILFGRLGRKQPIPFAPAIAAGSIFAYLYGDSIIS 240
NTDB id 103 BSU 28070 NP 390685.2 AAITHGGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIIS 240
consensus ! !!!!!*!!!!!!! !!!! !!!!!!!! !!!!!!!!!!!!! !!*! !!!***!!*!!!!!!!!!!! !!!!!!!!!!

logo FYI
VKMALG

NTDB id 965865 NST56 RS15065 WP 339177506.1 FYVKMALG 248
NTDB id 103 BSU 28070 NP 390685.2 FYIKMALG 248
consensus !!*!!!!!
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