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MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR
NTDB id 965856 NST56 RS13720 WP 168748237.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
consensus

logo

S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA
NTDB id 965856 NST56 RS13720 WP 168748237.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
consensus

logo

GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM
NTDB id 965856 NST56 RS13720 WP 168748237.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
consensus

logo

LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDAL IGRPVQLMLTRPRDI ERL I EQFYPQRGRLGEQLVQEGTLSRDQL
NTDB id 965856 NST56 RS13720 WP 168748237.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
consensus

logo

REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDP IQNPP
NTDB id 965856 NST56 RS13720 WP 168748237.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPP 400
consensus

logo

DPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKL ITGKE I LPAVMAEKDI IRL I ERYFGEKGFEKLNK
NTDB id 965856 NST56 RS13720 WP 168748237.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 DPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGKEILPAVMAEKDIIRLIERYFGEKGFEKLNK 480
consensus
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NTDB id 965856 NST56 RS13720 WP 168748237.1 ....................MDSIENISRTLIEEAYKTKASDIHIVPRERDAIIHFRVDNALLKKRNMKKEECVRLISHF 60
NTDB id 96 BSU 24730 NP 390353.1 ....................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHF 60
NTDB id 1306 DR RS10060 WP 027479822.1 ELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARL 560
consensus ***!*******!*!!****!!!!!!***!*******!*! !!**** **!**********
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M
NTDB id 965856 NST56 RS13720 WP 168748237.1 KFLSAMDIGERRKPQSGSLTLKLKEGDVHLRMSTLPTINEESLVIRVMP.QYNIPSIDKLSLFPQTGATLLSFLKHSHGM 139
NTDB id 96 BSU 24730 NP 390353.1 KFLSAMDIGERRKPQNGSLTLKLKEGNVHLRMSTLPTINEESLVIRVMP.QYNIPSIDKLSLFPKTGATLLSFLKHSHGM 139
NTDB id 1306 DR RS10060 WP 027479822.1 KIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGI 640
consensus !*****!!*!!!*!! !****!*******!!*!!!!!***!**!*!*** **!!!****!**** **!**********!*
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NTDB id 965856 NST56 RS13720 WP 168748237.1 LIFTGPTGSGKTTTLYSLIQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSTGLKAILRHDPDMIILGEIRDA 219
NTDB id 96 BSU 24730 NP 390353.1 LIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDA 219
NTDB id 1306 DR RS10060 WP 027479822.1 FLVTGPTGSGKSFTCFSTLKRIAK.PEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQ 719
consensus ***!!!!!!!!**!**!******!****!**!*!!!*!*******!*!!!***!*!** *!*!*!!*!!!*!**!!!!!*

logo ETAEKQIAVERAALMTGHMLVLATTSLHTNRDAPKGAVITYRLELEMFGI ENNMF
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N
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NTDB id 965856 NST56 RS13720 WP 168748237.1 ETAQIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPYCENGCSSV...YCRLSRNI 296
NTDB id 96 BSU 24730 NP 390353.1 ETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSV...YCRQSRNT 296
NTDB id 1306 DR RS10060 WP 027479822.1 ETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISE 799
consensus !!! !!!*!!*!!!*!!**!!!*!!*!!**!!*!*!!****!***!****!!!!!***!**!******* **!****

logo RDR I
A
R
S
G
V
A
Y
N
ELMLRYGTKGNCLPQRQCGIGQTEGAYKKGDGNHNRMGAI

N
H
Y
E
Q
L
Y
M
Q
V
T
M
L
D
R
D
Q
S
I
L
IRRKTGIGAALGRYPLATATENI

N
R
YDRVWAVLYGHEKSTGDLRSLRQDGI EKALQGLTTL

NTDB id 965856 NST56 RS13720 WP 168748237.1 RRASVYELLYGKNLQQCIQEAKGDN.ANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHETD................... 356
NTDB id 96 BSU 24730 NP 390353.1 RRASVYELLYGKNLQQCIQEAKGNH.ANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD................... 356
NTDB id 1306 DR RS10060 WP 027479822.1 RDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRD.VALGESGLRSLRQDGIEKALQGLTTL 878
consensus !******!**!*****!****** ************!**!**!*******!*****!**

logo

EEVLAVTAS
NTDB id 965856 NST56 RS13720 WP 168748237.1 ......... 356
NTDB id 96 BSU 24730 NP 390353.1 ......... 356
NTDB id 1306 DR RS10060 WP 027479822.1 EEVLAVTAS 887
consensus

X non conserved

X similar

X ≥ 50% conserved


