
logo

MVEEKKTKKM
S
L
S
D
P
N
SRSTEHI

L
E
P
E
I
E
K
E
YTWDRLETDTI FAPTDAEADWEQTEFYERQSTVKVAQDMI

L
K
PKALGSAEYAKGHRLGLDESAPEKLNLLYEGALTEQLYQYDMESLVMSMRRLEGKI

L

NTDB id 965788 NST29 RS13665 WP 033843311.1 MVEEKKTKKSLPSRSEIPIEETWRLEDIFPTDEAWEQEFRQVKAMIPKLGEYKGRLGESPELLYEALQYQDEVSMRLGKL 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKI 71
consensus ********* * !**** !! ! !!*!! !! !* **! ! !*! *!* ! ! * !! !*

logo YTVYAHSMKRNYDQDTTNVGSFLYQEGLYDQAKRAKSNSLYSEQALSESAFMAFYFI EVPEFI LMAI
LDDEAKKTLARAEFKLEQEYEPGPLGRLYADHAYFLDEER I

L
L
T
A
R
N
Q
K
R
D
PHVLSAQ

NTDB id 965788 NST29 RS13665 WP 033843311.1 YTYAHMRYDQDTTNSFYQGLDARAKSLYSEASSAMAFIVPEILAIDEATLRAFLEQYEPLRLYAHALDEITRQRPHVLSA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YVYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQ 151
consensus ! !!*!* !!!!! !! !*! !!! ! ! !* !! *!*!* ! ! !! **! !! ! * * ***!!!!

logo EAEEAELLAAQAAGDE I
V
F
M
N
Q
G
S
A
P
S
T
D
NTFNSAVLDNNADI

L
L
TFPAWI

V
S
VDEGNQGDEEVVELVTHGNRF IRTFLLMESAKDRDRI

VRKRDGAFYEYAMVYGQTYDEQFQHTFYANQ
NTDB id 965788 NST29 RS13665 WP 033843311.1 EEEALLAQAAEVMQSASNTFSALNNADLTFPAIVDENGEEVEVTHGRFIRFLESADRRVRRDAFYAVYQTYDQFQHTFAN 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EAEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQ 231
consensus ! ! !!! !*** * ** !! ! !!!* !! * ! *!* !!*!!! !! *!! !! *!* !* !*! !!*!!!!!*!*

logo TLAQGAVVKKVDHNFYFQAKRVRHRYENSARHQAALADANFNIPESVYDNSL ILAESTI
V
H
N
E
KHLPLLHRYLVDRLRKKRAVLGLDELHKMYDLVYTPLSVEKETVEK

NTDB id 965788 NST29 RS13665 WP 033843311.1 TLAGAVKKDNFFARVRRYESARQAALDANNIPESVYDNLIATIHEHLPLLHRYVRLRKRALGLDELHMYDLYTPLVKEVK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TLQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.E 310
consensus !! ! !! *!* !*!!*! !!!*!!! !! !!!!!!! !* *** !!!!!!!!* !!!* !!!!!!*!!!*!!!! *

logo

M
T
A
E
L
VTYDEEASKLKQKYAMELEGVLAI

P
F
LGEEYI

S
A
K
G
IVHKAEAGFLETENRWI

VDVHREPNKRGKRSGAYSGSGAYDGTHNAPFYI
MLLNWQDNTLVDNNLFTLVHEFTGH

NTDB id 965788 NST29 RS13665 WP 033843311.1 MEVTYDEAKQYMLEGLAPLGEEYIAIVKEGLENRWVDVRENRGKRSGAYSSGAYGTHPYILLNWQDNVNNLFTLVHEFGH 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGH 390
consensus *!!*! ! !!* !!!! !* * !!*!!**!*!!!!!!!! !!! !****!!!!!! * !!!!!!!! !!

logo SLVHSTYFYTRQRTQPYPVYAGDHYPS I FLVAE I
VASTCTNEANI

LLNTDETYLLKETI
V
D
KDDKKTRFLAYI

LLNHYLDEGFKRGTVFRQTMQFAEFEHAL IHELAKDE
NTDB id 965788 NST29 RS13665 WP 033843311.1 SVHSYYTRRTQPYPYAHYSIFVAEVASTCNEALLNDYLLKTIDDDKKRLYLLNHYLEGFRGTVFRQTMFAEFEHLIHLKE 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEAD 470
consensus !*!! *!! !!!!*!**!*!!*!!*!!!*!! *! * !!! * !!! ! *!!!!!*!!*!!!!!!! !!!!!! !! *

logo

A
Q
Q
SGEQAI LTADEFTLMNTKSLYAYDLNEQKYFYGNLSDKAMEVDVDNKYE IGQFLEWAER IPHFYMYNYYVYQYATGFASAASTAYLASERKQI LVEHEGGTEEPADKVEKARYI

L
D
T
F
Y

NTDB id 965788 NST29 RS13665 WP 033843311.1 QQGEALTAETLTSLYYDLNQKYFGSDMVVDKEIGLEWARIPHFYYNYYVYQYATGFSAATALSRQILEEGEPAVKRYIDF 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTY 550
consensus ! !!!* * !! !!! !!* !! !! !!!!!! !!!!!!!!!!! !!* ! !** !* !* *



logo LKAGSSDYP I
LEVI

LKKAGVDMTNSATDEPYI
L
D
R
A
QACFKQVFAEDEKRLEVEFLEARLLVEGKNGVHLS

NTDB id 965788 NST29 RS13665 WP 033843311.1 LKAGSSDYPIEVLKKAGVDMTSAEPIRQACQVFAEKLEEFERLLGN..... 606
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!!*!!*!!!!!!!! *** !* !! **! ! ! !* *****

X non conserved

X similar

X ≥ 50% conserved


