logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

965784 NST29 RS11375 WP 033023150.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

965784 NST29 RS11375 WP 033023150.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

965784 NST29 RS11375 WP 033023150.1

124
462
412
170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

I

EENMINAEITAVG E LIMGQIVNTNAQFLS [WLAERN G VYFQT\YVGDNEXERLIXARNEN IQYANNNR WL TIITGGLGPT|MDD

JUNSIUKAEITAVG E LIMGQIMNTNAQF SE{MLAEIGV V

MAMKAE TAVGTEILTGQI NTNAQFLSEK[®AE G DVYFIsl
MK EITAVGTEILTGQIVNTN QFLSEK)Y

TGS A DI INEALLSudg AL L 2T

BT AVGDNj@aR L0
TAVGDNEMRLLSHLE ASERSH
AE G DVYFQTAVGDNERRLLS LIJIAR RSPL

N N Y ey Ry Ry Ee R I N R I Ry ey ey W R R

eV A@éﬁLDgEFé\gRAQXARLNNEBQAQ'VE ol e LA T

* ok | ok ok ok okokokok | 1 okokok ok [ kokok Dokokok Dok Dokok Dok Dok | oskokokokok Pk LD

(. T

SO D T TR ST

IXSRVLRFFGIGE [ALJATE\L ADLIDJQ

AN NN YSRVLRFFGIGESQLVT LAD IDIMQTDPTLAPYAKWGEVTLRLSTKA SQEEAN|H:
BUTRIAKLYSRVLRFFGIGESRILVT LEDLIIRAQTDPT APYAKTGEVT RLSTKARBIQEEA E)S

BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE

..TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQA

M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQW

N TGSKLEISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ|Y
N N NN N N e Ry poy R R R oy R Ry Y R e oy g

155
159
156
156
156
156
156
156
156
156

235
239
233
233
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

965784 NST29 RS11375 WP 033023150.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

965784 NST29 RS11375 WP 033023150.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

965784 NST29 RS11375 WP 033023150.1

124
462
412
170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

Dbl greec st VB )As{éﬁiVY.EA{KES ] ABESL 8 e s BTV

—

Lig POEERLKIRIGRITIAAAESLT GLFIRM TAVPGASRIVQGGVVCY

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIMGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVARFSGYSSIFIAGGFVTYS)
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVARFSGYSSIFIAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFAGGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIPAAESLTAGLFQATVAMNFSGASSIFIAGGFVTYS
LDILENQIL@MHOTFEG SLRDMCYGYGEETSLASIVVEELKRQGKTIfN AESLTAGLFQARIVAWFSGASSIFIMGGFVTYS

Dosksksk Dskok |sksk skskskskoskskskskskkokk |k | sk ok |k sk ok k ok ok k kxkkk || x | Ix11 kokk kK ok ok ok ok 1) oskoskosk k%

L@@Kéat Rl ) A\/SEFTAQ MR lf T DﬁtEﬁm\/F

ANE LS T2

G RPLI# E
KKET|H ECASELAKGVQKLTGSDIGISFTGVAGPD
LS .

ILAQQQ 3 lgVNI

b Sy

s=EER

% 5k 5k >k 3k 5k %k %k *k %k * * % % k k % 5k sk sk sk k k| oskosk sk ok k ok * 1k * | | * | 5k 3k 3k 5k %k %k %k % 3k % % %
S\RADVR A L 'SL {/\AD&N [

414
416
393
418

GRSRADVRHIAVMHAFNLVRKALLSD s 418

GRSRADVRHIAVMHAFNLVRKALL SD s 418
418
418
418
418

*ok ok ok ok ok |k ok ok ok ok ok ok ok ok *xk | %k x

X non conserved
B similar
> 507 conserved

307
311
308
308
312
312
312
312
312
312

387
390
370
388
392
392
392
392
392
392



