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NTDB id 965775 NST29 RS05480 WP 033018052.1 .MQEQQTLAIEGCTFIKGTCISVIFHNEETLYTVVRIRVEETNEAPVEEEVIVTGHFPRISEGDVYVFYGQFRHHPRFGR 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 965775 NST29 RS05480 WP 033018052.1 QYAASQFRKQLPNTKEGIIQYLSSGLFKGIGKKTAAAIAEALGEQAIAVILRDPAALERIPKLSKQKAKQLYETLRAHEG 159
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NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 965775 NST29 RS05480 WP 033018052.1 CLQEGHVYMAEEELVGRIAELLDGRPSG..AVDGQAIQRTLLMLSEEGKLVVEQGRCYLPSLYFAEKGIVSNVKRLLRQT 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 965775 NST29 RS05480 WP 033018052.1 EPFPVVLAAPTGRAAKRMSEATGLPAATIHRLLGWNGVEGFSRDEHEPLAGKLLVIDEMSMVDTWLANQLFKAVPNGMQV 475
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 965775 NST29 RS05480 WP 033018052.1 IGEVVAIFYAKENTDKQDLLVVSFDGVEVTYTRQELSQITHAYCCSVHKAQGSEFPIVILPVVKSYYRMLKRNLLYTAVT 715
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!* !!!!!!!!*! !* !!!!!! !*!*!* * ! !!!!!!!*!! !!!!!!!!*!!!!! !!!!!*!!!!!!!*!

logo RASKKQFL I LCGEEEAFLERAWGVAKKNNQDSADGTAVRQRTASLAKENKRLSTAVAQMVAEEMDAELEALPQVKVELVEPFLPSLVEHDANI
VGMEGNI

VTPFYDFMKSDEEQSQS
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NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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