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NTDB id 965694 NYE80 RS11740 WP 038589321.1 MVTILKYLKPKEWALVGFSLLFIVAQVWLDLELPGYMSDITRLIQTPGSEMSEIITAGVWMLLCALGSLATSIIVAGIAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! ! ! ! *!!!**! ! !!* !!*!! ! !!! !! !*!!*!* !*!* *! !!** !! **!* *!

logo RTAANSFSTSTRLRSDKI
LFDNKRVMQDSFYSEMAEE IKNKNFS ITAPSL ILTRSTTNDI

LTQLVQI
M
L
MIV I

MGLMQLVLVLTKRAGP I LMAVWALML
TKITWGKSDWEQWSTGLAS

NTDB id 965694 NYE80 RS11740 WP 038589321.1 RTAANFSSRLRSKLFDKVQSFSMEEINNFSTASLITRSTNDITQVQMLIVIGLQLLLKAPILAVWAMLKITGKSWQWSLS 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!! !**!!!! *! *! *! !! !! *!!*!!*!!!*!!*!**!!*!*!** **!!*!!!!* !! !!! !*
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NTDB id 965694 NYE80 RS11740 WP 038589321.1 TGVAIGVLILIVGICIVLVLPKFQRLQQLTDNLNRVARENLTGLRVIRAYNAESYQEDKFGAANNELTRTNLFANNVLSM 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!* ** *** *** * !* *! !!! !! !! !!!*!!*!!!!!! !!* !! ! !!* !! **!*
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NTDB id 965694 NYE80 RS11740 WP 038589321.1 LMPSISLIMSGLSLSIYWVGAVLIQNAD............GAAKMGLFSDMIVFSSYAMQVVMAFMMLIMIFILMPRAHV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus * ! **** !!!*! !!!*!! !** ************ ! ** *!!!!*!!!!!!!!!!**!!!** !!!**!!!*!

logo SAKR INEVLADLTKNPSSLVHQFNGKESLYSTKSASDKANADRKVGEVEFHRDNVSFKRYPSDKANESDRAYVI
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NTDB id 965694 NYE80 RS11740 WP 038589321.1 SAKRINEVLDTKPSLQNGSLTSSKADRVGEVEFRNVSFKYPDAEDYVVEDISFTAKRGETVAFIGSTGCGKSTVVNLIPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !!!!!!!!! *!** * ! !!!!!* !!!*!* !*!**!!*!! !!!!!!!!!!!*!!!!*!!!!!!
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NTDB id 965694 NYE80 RS11740 WP 038589321.1 FYDATAGEVLVDGINVNQYEQSALRNKIGYVSQKAILFGGTVSSNVAFGDNGSNLAS..DVVDAVYTSQASDFVEKMDGS 466
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!!!! ! * *!!! !* ! * ! !!*!!**!*!*!! !!* !!*!!! * ** * *!* !! !!! *

logo

L
Y
D
E
A
T
E
HVAQGGSTNFLSGGQKQRLAS IARAI

LARKRPE I L I FDDSFSALDYKTDRI
KLRNSDELAKKEKATKREGMTTKML IVAQR IGSTIKMDADHKI IL

NTDB id 965694 NYE80 RS11740 WP 038589321.1 YEAHVAQGGSNLSGGQKQRLSIARAIARRPEILIFDDSFSALDYKTDRKLRSELKKEARGTTMLIVAQRIGTIKDADKII 546
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus * *!!!!!*! !!!!!!!! !!!!*!!*!!!!!!!!!!!!!!!!!!! !! *! ! * ! !!!!!!! !! !!!*!*



logo VLDEAQGKRVAVGMQGTHDKELLMAQNSCNDS IYQE IAYSQLSKEELAENGK
NTDB id 965694 NYE80 RS11740 WP 038589321.1 VLEAGRVAGMGTHDELMQSCSIYQEIAYSQLSKEELA... 583
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!* !*! ! !!! !!* * !!!!!!!!!!!!!!! ***
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