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NTDB id 965676 NSQ18 RS13415 WP 339288346.1 MIQSSKKWKIQNPDEMFVQQLQNNLHISSLTAKILASR.VKTLDEARNIIHMKDDQLHNPYLLTGMKEAVERIELALHRG 79
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !* ! *! !! !! ! ! *!!!**! ! *! !* ! * !! *! !! * !* * !!!!! *!! !**
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NTDB id 965676 NSQ18 RS13415 WP 339288346.1 EKILIYGDYDADGITSTSVILHTLLDLGADVDFEIPNRFTHGYGPNEELFRLAHEKGIQLIITVDNGISGIEPIRIAKEL 159
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!*!!!!!!!!!*!!!!!*!!!! ! ! !!! !! !! *!!!!!! !! *!*! !!!!!! !! **** **!!!!

logo GLMDVI IVTDHHEPGEPELPDPAVDRAVI IVHPKRQVPEGCGKTYPFGKELAGVGVAFKLAHALLYGELVPDEEHLFLDELYAVAI
LGTIADLVPLHTDGENRLYI

NTDB id 965676 NSQ18 RS13415 WP 339288346.1 GMDVIVTDHHEPGEELPPADVIIHPRVPEGKYPFGELAGVGVAFKLAHALYGEVPEHLFEYVALGTIADLVPLTGENRYI 239
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!!!*!!!!!!!*!!!* !*!!* ! * !!! !!!!!!!!!!!!!!! !!*!**! * !*!!!!!!!!!* !!! !
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NTDB id 965676 NSQ18 RS13415 WP 339288346.1 VRKGLEKLRKSNHPWVQALCEASGVKQHEIDEEIIGFYFGPRLNAIGRLGDAKPGVEFLMSEDLASATMGAKLLNEKNNE 319
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !!!*!!**!** * !* !! *! !! *!! *!!!!!*!!* ! !*!* !!!!! ! ! * ! !
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NTDB id 965676 NSQ18 RS13415 WP 339288346.1 RKEYVNSITEEAIEMIENNPDISNSLVLVVAKEGWNPGVIGIVASRLVEKYYKPTIVLSIDSELGLAKGSGRSIEGFHLY 399
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus ! ! *!*!!!!!*!*** ** *!!!! !!!!!!*!!!!!*!!***!*! !!! !! ! !*!!!!*!!! !!*!*
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NTDB id 965676 NSQ18 RS13415 WP 339288346.1 NELAKNRDILPHFGGHPMAAGMTLSAEHIDELRVRLHQQASTCLSDEMLTPTLYIDVPIDLSEVTVEAIEELQKLKPFGV 479
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! *!!!!!!!!!!!!!!!!!! !!****!! !!* ! *!**! ! *!*** * **!!! ! !** ! !!!*
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NTDB id 965676 NSQ18 RS13415 WP 339288346.1 GFEKPIFAIQQVSIRSMRKIGANENHIKMELEDAYGILDAVGFNKGYLFNEISYGVKLSIVGDLQINEWQGRKKPQFLLS 559
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus *!!* * * * *!!!!!! !*!! * !!*!!!!!! ! ! *! **!!!!** !!!!* !!!!! **
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NTDB id 965676 NSQ18 RS13415 WP 339288346.1 DVQILEWQLFDYRGKVNANHWVGSIPIEESSFIAFREETIQYFQAVIPS..IQLV....EDEIDNSLSSYIVLLDLPKRI 633
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! * !!!!!! !!! * ! *! * !*!** ! * ********** !!!!!!*!* *
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NTDB id 965676 NSQ18 RS13415 WP 339288346.1 HTMEKLIEIAKPQRIYAVFYTPNSQYFNGMPTRKHFAQYYTFLKNRPFFNLNEHIHQLSKHFGLNVDTIKFMTKVFFELG 713
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus * * *!*! ! !!! *! ** ! ! !! !! !! !* ! * ! * ! !! ! !*!! !!!!!!!*!!

logo FVKTI ENGLVLSVNVESFGAKSKRDSLTDEASQTTYQALKRQQLQI
MELDEQKFLLNYSSTAYESELKEQWFLDNKNLRMKEQDLSEYASYESTRRT

NTDB id 965676 NSQ18 RS13415 WP 339288346.1 FVTIENGLLSVNEFASKRSLTEATTYQLRQQQIELEQKFLYSTYSELKQWFDNRMKELSYS....... 774
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! !!!!*!!! ! !! !!* !!! *!! *!!*!! !!* !!! ! !! ! *******
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