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NTDB id 96567 PP2015 RS02590 WP 058028791.1 ...................MATTEKKINLLDLNREGMRELFASFGEKPFRADQVMKWIYHFGIDNFDDMSNINKKLRAKL 61
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKVLREKL 80
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREKL 73
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NTDB id 96567 PP2015 RS02590 WP 058028791.1 QAQCEIKAPEISVKQVASDGTIKYAMILEGGQEVETVWIPEKDRATLCVSSQVGCALECTFCSTAQQGFNRNLKVSEIIG 141
NTDB id 1457 ASU2 RS00455 WP 014990913.1 KQIAEIKAPEVSVEQRSSDGTIKWAMQV.GDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIG 159
NTDB id 1392 A4U84 RS02730 WP 010786053.1 KRIAEIKAPEVAVEQRSADGTIKWAMWV.GDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVSEIIG 152
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NTDB id 96567 PP2015 RS02590 WP 058028791.1 QVWRVATDIGLHNGDSTKRPITNVVMMGMGEPLLNINNVVPAMELMMDDWAFGLSKRRVTLSTSGVVPALDILKEKIDVA 221
NTDB id 1457 ASU2 RS00455 WP 014990913.1 QVWRASKIIGN.FGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKIDVA 238
NTDB id 1392 A4U84 RS02730 WP 010786053.1 QVWRASKIIGN.FGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQIDVA 231
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NTDB id 96567 PP2015 RS02590 WP 058028791.1 LAISLHAPTNDLRDVLVPINKKYPIEEFLAACRRYIDGSKAN.KDITIEYVMLQGVNDSTDQAHELVKVLKGTPSKINLI 300
NTDB id 1457 ASU2 RS00455 WP 014990913.1 LAISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLI 318
NTDB id 1392 A4U84 RS02730 WP 010786053.1 LAISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLI 311
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NTDB id 96567 PP2015 RS02590 WP 058028791.1 PFNPFPGNEYGRSSNSRIDRFSKVLQAAGLTCIVRRTRGDDIDAACGQLVGDVVDRTKRIMKKQQREDNAIAVNVSN 377
NTDB id 1457 ASU2 RS00455 WP 014990913.1 PWNPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH.. 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 PWNPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ.. 386
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