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NTDB id 965488 NSQ22 RS13485 WP 171355463.1 MLKAKTRWEVDCPDEQTVRRLAEEADIAPLLAKLLVRRGVRTAAEAAAFLDPLGQPFHDPFLLDGMERAVRRLERAINTG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ! !!!* *!! !* ! ! *! !!*! !!!*!! !! ! !!** *!*!!! * !! ! !* !!
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NTDB id 965488 NSQ22 RS13485 WP 171355463.1 ELVLVYGDYDADGVCSTSVMVSALKEAGASVEFYIPNRFTEGYGPNLAAFRAAKERGVSVIVTVDNGIAAVDEIAAANEW 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! ***!!!!!!!!!*!!!!!** ! ! !*!!!! !! !!!!!! !!! !!!! !*!*!!! !!!!!*! ! !

logo GLDVI IVTDHHEPGPEVLPDEAVRYAI IVHPKKQPGCSTYPFKRDELAGVGVAFKLVAHALLGERLVPDREHLLDLAVAIGTIADLVPLHVDGENRL IL
NTDB id 965488 NSQ22 RS13485 WP 171355463.1 GLDVIVTDHHEPGPVLPEAYAIIHPKKPGSTYPFRDLAGVGVAFKVAHALLGRVPRHLLDLVAIGTIADLVPLVGENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!!!*!!!!!!!! !!* !!*!!! !!*!!!!**!!!!!!!!!*!!!!!! *! *!!!! !!!!!!!!!!!* !!!!*
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NTDB id 965488 NSQ22 RS13485 WP 171355463.1 AAQGLEALRETNRVGLRALWRQCRIDAMTVNEQTVGFAIAPRLNAAGRLGGADPAVALLMTDDEGEAARLAQEMDELNRE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!! !! !!!*!!* ! * * ! !! !!!! *!!!!!! !!* !!!!!*!!!**! !! !! !*! !!*!

logo RQKQLMVASKQMATDEEAAI EMVERQRQFGLPPEDEHQRTAVI
LVVAGKAEGWNPGVVGIVASKLVDEQRFYRPAI

VVLGS IMDEREKGIAKGSARS IHRGFDNLF
NTDB id 965488 NSQ22 RS13485 WP 171355463.1 RQQLVAQMAEEAAEMVRRQFPPEEHRVLVVAGEGWNPGVVGIVASKLVEQFYRPAVVLSMDREKGIAKGSARSIHGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! ! *!! !!! ! ***** *!!! !!!!!!!!!!!!!!!* !!!!!*!! *! !!!!!!!!!!!!*!! !!
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NTDB id 965488 NSQ22 RS13485 WP 171355463.1 ASLSQCRDILPHFGGHPMAAGMTLALDDVEELRERLNAIAARTLSDDDFTPPTFIDAACSVDELTLSAARSFERLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!! !!!!!!!!!!!!!!!!!!! *!!**!! !!! !! !!***!! !* *! ! !***!* ! !!!*
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NTDB id 965488 NSQ22 RS13485 WP 171355463.1 SNPRPLLLIEEVAVETMRRVGANGAHMKAVFSQNGAAIDAIGFGLGPLCEEIAPGACVSAVGELSVNEWNGLAKPQLSLC 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!*!**!*! *! *!**!!! !*! * *!**!! !*!*! ! !! **! !!!*!*!!!! !!!! **
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NTDB id 965488 NSQ22 RS13485 WP 171355463.1 DVAVSSCQVFDVRGCRDVHPLIERMPKEKRLLVLFRRETENQLNLTAFRDELHYVASDEEAGALAIDGRYVVLLDLPPKL 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !!! *!*!!*!!*! ** * *! !! *! !* ** !* ! !*! * ! * ! ! *!! !*!!!!*!! !
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NTDB id 965488 NSQ22 RS13485 WP 171355463.1 RRLAVLLGNGQPERIYAVFAQPEAQFFRTFPTRDHFKWFYAFLHKYRSFPLAERGGQLARARGWTEETVHFMAKVFLELE 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus !! !! !!!!! *! * ! *! !!! !!!!!!*!!!!*! !** *! !!***!!* !!**!! !!! *!

logo F IVKREI EQDNGVI
LSLVVHSAGAPEKKRDLHTDESPQTYQRARKRQRDQELLMELVDEQKQLLNYSSTAYEEQLKERCWLANEKLMMTKRQSDQSEATYEESATNRRVT

NTDB id 965488 NSQ22 RS13485 WP 171355463.1 FIREQDGVISLVHAPEKRDLHESPTYRRRRDELEVEQQLLYSTYEQLKRCLAEMTRSQ..TYEEANV. 785
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !** !!*!*!*** !!!!**!*!! * *!**! ! !!* ! !! *! * * ** !! *
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X ≥ 50% conserved


