
logo MS
TKNPNTASDLSASHTPMMQQYWRLKNREQHPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAIPMACGIPFYHASAEGYLAKRLV
NTDB id 96528 H78 RS06240 WP 011059556.1 MSKNTSDLSSHTPMMQQYWRLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQAIPMCGIPYHAAEGYLAKLV 85
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus !*!* !!! !!!!!!!!!!!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!!*!!!*! !!!!!!*!!

logo KLGESVVICEQI
VGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNL ILAAVLVGDERLFGLASVLDIATSGNRFSVLQE I

LKGWENTLLAE
NTDB id 96528 H78 RS06240 WP 011059556.1 KLGESVVICEQVGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLIAAVLGDERLFGLAVLDITSGNFSVLEIKGWENLLAE 170
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!! !!!! !! !!! !*!!!! !!!!

logo LER I
L
N
SPAVELL IPDDWPQGLPALEKRRGVRRRAPWDFDERDSAFHKSLCQQFSTQDLKGFGCENTLTLAIGAAGCLLASYAKETQRTALPH

NTDB id 96528 H78 RS06240 WP 011059556.1 LERINPVELLIPDDWPQGLPAEKRRGVRRRAPWDFERDSAHKSLCQQFSTQDLKGFGCETLTLAIGAAGCLLSYAKETQRTALPH 255
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!* ! !!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!

logo LRSLRHERLADDTVI
VLDGASRRNLELDTVNLASGGRDNTLQSVMVDRCQTAMGSRLLTRWLNRPLRDNLREKI

VLEARQDSS ITCLLDEGHYRFEQR
NTDB id 96528 H78 RS06240 WP 011059556.1 LRSLRHERLDDTVVLDGASRRNLELDTNLAGGRDNTLQSVVDRCQTAMGSRLLTRWLNRPLRDLKVLEARQSSITCLLDGYRFER 340
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!! !!!*!!!!!!!!!!!! !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! *!!!!! !!!!!!**!!!!

logo LQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALAALPEQLQAEAGMQTDELEVAPTHLLNEQLAATSTI

TSTYPELAAELLAKRAI IDNPPAVIRDG
NTDB id 96528 H78 RS06240 WP 011059556.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALAALPELQEAMTELEATHLNQLAATTSTYPELAALLAKAIIDNPPAVIRDG 425
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! *! *! !*!! !! * !!!!!!! !!!*!!!!!!!!!!!!!

logo GVLKTGYDAPELDELQSLSENAGQFYL IMDLEATREKARTGLANLKVGYNR I
VHGYF I ELPSKQAEQSAPADYIRRQTLKGAERF ITPELK

NTDB id 96528 H78 RS06240 WP 011059556.1 GVLKTGYDAELDELQSLSENAGQFLIDLEAREKARTGLANLKVGYNRIHGYFIELPSKQAEQAPADYIRRQTLKGAERFITPELK 510
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!!!!!!*!!!!!!!!!!!!!!*!*!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo EFEDKALSAKSRALAREKLMLYDAELLEMTL IGSHLAPPLQDESTAAGALAELDMVLSNLAERALNLDLNCRPRFVESEQPCMRI ETQGRHPVVEQVL
NTDB id 96528 H78 RS06240 WP 011059556.1 EFEDKALSAKSRALAREKMLYDALLETLISHLPPLQDTAGALAELDVLSNLAERALNLDLNCPRFVSEPCMRITQGRHPVVEQVL 595
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!!*!!! !!! !! !!*!!!**!*!!!!!!*!!!!!!!!!!!!!!*!!!! !!!!! !!!!!!!!!!!



logo

E
TTPFVANDLGSLDDANTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 96528 H78 RS06240 WP 011059556.1 TTPFVANDLSLDDNTRMLVITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDERSLVLMDEVGRGTSTFDGLSLAWAAAEHRLAHKLRAFYTLFATHYFELTVLPESEPLVVANVHLNSATEHNER IVFLHHVL
NTDB id 96528 H78 RS06240 WP 011059556.1 ANILHNATERSLVLMDEVGRGTSTFDGLSLAWAAAERLAHLRAYTLFATHYFELTVLPESEPLVANVHLNATEHNERIVFLHHVL 765
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!*!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!

logo PGPASQSYGLAVAQLAGVPGSAEVIQTRARDEHLSRLETTSLPSHEAVAPPR I
Q
A
TPGKQPASPVPMQQSDMFASLPHPVLDEDELAGKR I

L
D
N
L
PDDMVTPRQRALE

NTDB id 96528 H78 RS06240 WP 011059556.1 PGPASQSYGLAVAQLAGVPSAVITRAREHLSRLETTSLPHEVAPQAPGKPSVPQQSDMFASLPHPVLDDLAKLDLDDMTPRRALE 850
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALE 850
consensus !!!!!!!!!!!!!!!!!!! !! !!!*!!!!!!!!!!*!! ** !! ! *! !!!!!!!!!!!!!**!*** *!!*!!! !!!

<0

logo

L
MLYSTLKTR IO

NTDB id 96528 H78 RS06240 WP 011059556.1 MLYTLKTRI. 859
NTDB id 1201 CAH03854.1 414..2993( ) LLYSLKTRI* 859
consensus *!!*!!!!!

X non conserved

X similar

X ≥ 50% conserved


