
logo MWELVKASGGWI
MMLP I I LCSS IAAALGI I IVERLWTLRAPSR I

VTPPHLLGQVWKQWIKQDEKKQLDSGNEQKLKEQLRADSPLGE I LAAGLANSKRHRGR
NTDB id 96525 ACA40 RS07645 WP 002552676.1 MWELVKSGGWMMLPIILSSIAAAGIIIERLWTLRASRITPPHLLGQVWQWIQEKKLDGEKLKQLRADSPLGEILAAGLANSRHGR 85
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLANSKRGR 85
consensus !!!!!! !!!*!!!!!!*!!!! !!!*!!!!!!!*!!*!!!!!!!!!! !! *! ! !!! !!!!!!!!!!!!!!!!!!**!!

logo E IMKEC I EEAAARVI
VHDELERYLNSALGSTIAAGI

MAPLLGLLGTVLGMIDE I FGSASFMNGSSGAMTANAGPLVLAGGI SKAL ICTTAASGL IMVAGIPAI
L

NTDB id 96525 ACA40 RS07645 WP 002552676.1 EIMKECIEEAAARVIHELERYLSALGSIAAMAPLLGLLGTVLGMIDIFGSFNSSGATANAGVLAGGISKALICTASGLIVAIPAI 170
NTDB id 1200 PSJM300 12655 AFN78593.1 EIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPLLAGGISKALITTAAGLMVGIPAL 169
consensus !!!!!!!!!!!!!!*!*!!!!! !!!*!!**!!!!!!!!!!!!!!*!! ! !! *!!!**!!!!!!!!!!*!! !!*!*!!!*

logo FFHRFLLQRSRVDELVVGMEQEQAIKRLVEVVQGDRDVDLGIDEAGKAIDLKSLARAGGGKKK
NTDB id 96525 ACA40 RS07645 WP 002552676.1 FFHRFLQSRVDELVVGMEQQAIRLVEVVQGDRDVDLIDAKIDLKSLARAGGGKKK 225
NTDB id 1200 PSJM300 12655 AFN78593.1 FFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.............. 210
consensus !!!!!! !!!!!!!!!!! !!*!!!!!!!!!!!!! **! **************
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X ≥ 50% conserved


