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LFKRYLNTAKGKEWGFMVLLYSLTAI F ICI LVAQVWLMDLKRLTPDEYMASENITTL ILQTEKGTRTAASDI
LMDEPGSTKYMLLMCFASFVGSFVFLMTASVI

LVGFWFLAAS
NTDB id 965240 NYE40 RS03780 WP 153782774.1 MLKLFKYLTKGEWGFVLYSLIFIIVQVWLDLRLPDYMAEITTLIQTEGTRAADLMEPGTYMLLCAVGSVLTSVIVGWFAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !*!! ! !!! !! ! !!** !!*!!* !*!! !!!!*!! !! ! !*!*!!* !!** !! !*!!* !
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NTDB id 965240 NYE40 RS03780 WP 153782774.1 KVAAGLAMRLRGMVFDRTLSFSHQEINGFSTASLITRSTNDVTQVQMIVAMGLQVMLKAPILAVWAIAKISGKSWEWTAA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * !! !!! *! ! * *!* !! !! *!!*!!*!!!*!!*!*** !!*!!* **!!*!!!!* !! !!! !!!*!
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NTDB id 965240 NYE40 RS03780 WP 153782774.1 TGAAVVALIVMLSVIIVFAIPKFRIIQGLTDNLNRITRENLTGLRVIRAYNAAAYQEAKFDRANRELTGTNLFASRLMAI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! !!* * *!!!!** ! !* ! *! !!! !! !!! !!!*!!*!!!!! !!* !! ! !* !! !! !!! *
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NTDB id 965240 NYE40 RS03780 WP 153782774.1 IGPGMTIIMSGLSVSIYAIGAYLIQDA............PGTDRIGIFSNMVVFTSYAMQVVMAFMMVSMIFIMAPRAAI 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus * ! !!** !!!** !! !!!!!**! ************* !!! *!! !!!!*!!!!!!!**!!!* !!!* !!! *
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NTDB id 965240 NYE40 RS03780 WP 153782774.1 SAKRILEVLNTEAA..IKDGVETKGSGEGGIEFRNVSFKYPGAEEPVLRDISFKARKGETVAIIGSTGSGKTSVLNLVPR 386
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !!!!! !!! ** !* ! *!!* !!!*!* *!* **!! !* !!!!! !!!!!!!!****!!*!!
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NTDB id 965240 NYE40 RS03780 WP 153782774.1 FYDVAAGEVLVDGIDVRRYSQHALRAKLGYVSQRAVLFSGTVAANVAYGSAEPGREAEEGVRRAVAIAQGTDFVESMEGQ 466
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!! ! * *!!! ! !!** ! !*!!**!!!!!!!!!* !*!*! **** * * !* *!!* !!! !
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NTDB id 965240 NYE40 RS03780 WP 153782774.1 YEGRIAQGGDNVSGGQKQRLSIARAVYRRPDIYLFDDSFSALDYRTDRELRAALRRETGGATTLIVAQRIGTIKDADRIL 546
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus * *!!!! ! !!!!!!!! !!!!* !*!*! *!!!!!!!!!!*!!! !! ! * ! ! !!!!!!! !! !!!*!!
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TYQE IALYSQLSKEELAEHNGKTI ESA
NTDB id 965240 NYE40 RS03780 WP 153782774.1 VLEDGRIVGSGTHEELLQDCPTYQEIALSQLSKEELAHGTIESA 590
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK.... 600
consensus !!* !**!! !!! !!! ** !!!!! !!!!!!!! *! ****
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