logo

NTDB
NTDB
NTDB
NTDB

id 965176 NSQ23 RS05310 WP 339173529.1

id 96 BSU 24730 NP 390353.1
id 1384 A4U84 RS08525 WP 010787006.1

id 1168 A1552VC RS11070 WP 000957200.

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 965176 NSQ23 RS05310 WP 339173529.

id 96 BSU 24730 NP 390353.1
id 1384 A4U84 RS08525 WP 010787006.1

id 1168 A1552VC RS11070 WP 000957200.

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 965176 NSQ23 RS05310 WP 339173529.

id 96 BSU 24730 NP 390353.1
id 1384 A4U84 RS08525 WP 010787006.1

id 1168 A1552VC RS11070 WP 000957200.

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 965176 NSQ23 RS05310 WP 339173529.

id 96 BSU 24730 NP 390353.1
id 1384 A4U84 RS08525 WP 010787006.1

id 1168 A1552VC RS11070 WP 000957200.

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 965176 NSQ23 RS05310 WP 339173529.

id 96 BSU 24730 NP 390353.1
id 1384 A4U84 RS08525 WP 010787006.1

id 1168 A1552VC RS11070 WP 000957200.

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 965176 NSQ23 RS05310 WP 339173529.

id 96 BSU 24730 NP 390353.1
id 1384 A4U84 RS08525 WP 010787006.1

id 1168 A1552VC RS11070 WP 000957200.

consensus

IRTENCIA I3 AJIMENHK
IRQEEIREIRIFANGL[A]

* ok ok ok ok ok

riplyyeeal)

ADHRA
kk kok kkokk

kVE&EDDELQS|%B§Eﬁng

L\YKVSDDELQSIE VRKGEEIRRGIFEIZYENQYREISALIACHIGRRYET Q QPESHBSRIANA A

Ik skokokokokok

e O gttt RATL el

LIW DIGERR PQEGH | N AMSITTVSLR STLPTIVWERLV RLLP|R:@ SLiy g

FIAUSISIN T K RASHIN () KNK PEEFDF L QINEF NINQQ T
CKIASARAD S S A ANHRRYKINE Y NI QKQLY
sokokokokok skokokokokok Dok Dok 1D Dokokok |

neiral TP e bl cntiac e R DM Y

TIREDP VEISREEINVL QVQVNEKE INAGL AMLRBIDPDVIM GEIRDAE
YINQQHE RNI TIREDPVERRBEMNVLQVQVNEKE

\JTGPTGSGK WTLYSPLNYLNMEEW [FI TIEDPVEI[D
WTGPTGSGKTY LY [CLRNILNMSIQRNIFTINEDPVEIN Bl¢ FAVQV IgKMGige '8 L JgLR DPDV M GEIRDIRE

The e A Tl

For Lk Lkl Lkl

TR

FTGPTGSGKTTTLYSLLNJf®#:IHF QRN
FTGPTGSGKTTTLYSL

LTNLVAI LRQAEL | SATQEQAWTQVSASCTSVREALLEL SP¥ At ERUT ER | FstreToL SRYBYGNY 8ol cERR

.ICEQETERSIDMN. . . . . SPSRMQOKNEE . . . EBQ
QELTEMLSHISIGEPETDLSRYDMANLE®QQLGLRE
* * *

* k% ok *

L TRYBAYPYRESENK L LAVEDE N LEAEE LFRF A THRQYE DXV AREBRLRXKTRRLY Rs 1 acaangRE | YeBRERN

IASDEMKYLENA®SP . . ... ... EQQPHYEBSELA
RRIE
* %

IH0AA
*

YGRSIQGAANQGKENSQBELAN
* %k

Il s e e I

IARBAHFE

D KK ECVRLISHF
IRDPIMQL DNL)IJQAGWNN ASDIHIINPRIGQIERIIRIAR DG L)sIAY SLSIQLASRLISII L
TINT
I %

Isksksksk |k sksk skkokokoksk |k %

ol et sl

IRREIES T T KKINRA LN Y

1B Y . NIPSIgKIMSIAFIZK TG A SFIRYH
Q

R

H

H
P
P

sokkokkk kx| ok sk Dkok Dk kok |okok

it

QEQVNZERLE ] B[l [§3LR DPD IM GEIRDIIE

kYiAQR{ygkk KE EmﬁvésgALLQSQFAFQ N
cS

30
80

102
160

62

175
240

140
140
255
320

220
220
334
399

287
288
396
479



logo

NTDB
NTDB
NTDB
NTDB

id 965176 NSQ23 RS05310 WP 339173529.

id 96 BSU 24730 NP 390353.1
id 1384 A4U84 RS08525 WP 010787006.1

id 1168 A1552VC RS11070 WP 000957200.

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 965176 NSQ23 RS05310 WP 339173529.

id 96 BSU 24730 NP 390353.1
id 1384 A4U84 RS08525 WP 010787006.1

id 1168 A1552VC RS11070 WP 000957200.

consensus

e o6 BN egadeomtasmicr, oot s s R

S
............ IACROMAAUIRVGVYELLYG |MLAQA IAYAKGID AR Y\ YIRIT. W IKKe FLH|2H Vil S
............ RIFIA S\ACARREEIKN . JAQNCIQEINGEN . . . . . . HANMQYEFIRIE I RRIG YLETNNY)phi
....... V[EEDIA Y[0] . GYR GIANARMCINSRIAKKFDKQTA . . . ... ......YLDESEINAHEAMQKMEQQL TN TR
EILYEANBAMENIAGTG . Gy GIAKR e MMA FN TENNIWIMQRASIHQIERLAKANGMy§HQIEGLEKBREMI THF Al Qld
* kk ok |k Pokokok Dokokokoskokok  kokokokok  kokok X okokok | koKkKKKK KKKK KK KKKK

* %

YmE

V\|7LB Kbs
356
356
461
562

X non conserved
B similar
>50% conserved

348
349
456
558



