logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 965118 NSUO5 RS18975 WP 038429797.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 965118 NSUO5 RS18975 WP 038429797.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 965118 NSUO5 RS18975 WP 038429797.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 965118 NSUO5 RS18975 WP 038429797.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 965118 NSUO5 RS18975 WP 038429797.1
NTDB id 128 BSU 37460 NP 391626.1

consensus

TNSEAIE e e o e, ekl 61 LA

Wi GVI|ESS G KINEWYBRYIRINFS PDAEWYL BREINQELJS:M EIDE] LISLYYSLMEFRH LML YLEPLEKIRIE QP

MTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLHLYYSLMEFRENLMLEYLEPLEKMRIEEQP
MTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLHLYYSLMEFRHNLMLEYLEPLEKMRIEEQP

R L4 HCRRLT-LLEVEIFF Ve ogEys A veehilEol R defed sEsh AUV

BILS LEIAYIDERQANLIGGLL YYWNFFRGMYEIIDIGRE SAIf KENAEMKLBFVEID IE AEF FKI@ E YYYMKQTYF
RLSDLLLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYF
RLSDLLLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYF

P —

s Lt e e N TR

Sipgipy AYEIYWE EQYN R 'QCHI§ F [YN|§ Di E[NAENHENGRAIRNMA ¢ AE[PENQLYGRER(YN  GLCRg Qi) ns
SMDYARQAYEIYKE EAYNIRLLQCHSLFATNFLDLKQYEDA SHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYE
SMDYARQAYEIYKEBIEAYNIRLLQCHSLFATNFLDLKQYEDA SHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYE|

oA LU T s

AIDYFM A FERSKHI WSLPQAYFLITIRIMYK[NGKEIDKASEYHIY Ghgaly |@ygyDERyYIARUFEFLNSLYLPNP EE
ATWWYFKRATAVFEESNILPSLPQAYFLITQIHYKLGK DKAHEYHSKGMA SQKAGDVIYLSEFEFLKSLYLSGPDEEA
AT

DAIIJYFKRAIAVFEESNILPSLPQAYFLITQIHYKLGK DKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEA
FUT Dbk brr DUk bk Lk DL LD LD b b Lk DUk Lok DD Do okorokkokor Dok bk DD LDk D DD Dk L b 1ok

o DR s

I B¢F(N LESYKNW| YAD EDpMA  VAKYYMERKEF)ES® YFLOVE ERENIQOBSIAYLYEIE 382
IQGFFDFLESKMLYADLEDFAIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEY| 381
IQGFFDFLESKMLYADLEDFAIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEV 381

)l

P
Ib)

X non conserved
B similar
> 50% conserved

160
159
159

240
239
239

320
319
319



