
logo MKE I IVEKQNYI
SFNEDLSTQLLYSF IDSKE I

TFSFAESATI LHYVVFGGEKNLDEVATKRLGAGI E I L I LSSDIMDDLEDEDNHHQALWM
NTDB id 965028 NSU16 RS15590 WP 168749496.1 MKEIIKQYSFNEDLTQLLYSFIDSKEIFSFAESAILHYVVFGGKNLEVATKLGAGIEILILSSDIMDDLEDEDNHQALWM 80
NTDB id 93 BSU 31710 NP 391049.2 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWM 80
consensus !!!!* ! !!!!!*!!!!!!!!!!! !!!!!! !!!!!!!!! !!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo KINRSESLNAALFSLYTI
VGLTS IHYSLMDNI

NNPL I FKYVLKYVKNEAMQGQHDDITNKSKTEDECSLEVIRLKCGSL IALANVATGV
NTDB id 965028 NSU16 RS15590 WP 168749496.1 KINRSESLNAALFLYTIGLTSIHSMDINPLIFKYVLKYVKEAMQGQHDDITNKSKTEDECLEVIRLKCGSLIALANVTGV 160
NTDB id 93 BSU 31710 NP 391049.2 KINRSESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGV 160
consensus !!!!!!!!!!!! !!!*!!!!!*!* !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!

logo

I
LLATDGEYNE I

TVERYSYYKGI IVAQI SGDYHYVLFLSGNRSDI EKNKHQTL IYLYLKRLVFNDEASEKDELLYLFI SHNKDLYHYKASLLDNKDE
NTDB id 965028 NSU16 RS15590 WP 168749496.1 ILATDEYNEIVERYSYYKGIVAQISGDYHVLFSGNRSDIEKNKQTLIYLYLKRVFNEASKELLYLFSNKDLYHKALLNKD 240
NTDB id 93 BSU 31710 NP 391049.2 LLATGEYNETVERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKE 240
consensus *!!! !!!! !!!!!!!!!!*!!!!!!!*!! !!!!!!!!!!!*!!!!!!!!!*!!*!! *!!!! !*!!!!*! !! !*

logo KFAQEKL IKAGVTQYI
VSVLLEQI

LYKQKC I SA I EQLNLDYKEKKDEL IKEKCHLLNSYKTKGDETNRACKRPTN
NTDB id 965028 NSU16 RS15590 WP 168749496.1 KFAEKLIKAGVTQYVSVLLQLYKQKCISAIEQLNLYKEKKDLIKKHLLNYKKGDENARPN 300
NTDB id 93 BSU 31710 NP 391049.2 KFQEKLIKAGVTQYISVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT. 299
consensus !! !!!!!!!!!!!*!!!! *!!!!!!!!!!!!!! !!!!*!!! !! ! !!! ****

X non conserved
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X ≥ 50% conserved


