
logo MKNL IKKFTI
L
A
T
I
V IAVLS IVLYICSYI

TTYI SMNGI I IGTKI
V
H
QKNDHKNSQFMVI EE I SESSYGQFVGLRQTGDI I LKINEKEKPSDTKHL

NTDB id 965026 NSU16 RS15580 WP 339192701.1 MKNLIKKFTLTIIALSVLYICYITYISMNGIIIGTKVQKNHKNQFVIEEISESSYGQFVGLRTGDIILKINEEKPSTKHL 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !!!!!!!!!* *! !!*!!!*! !!!!!!!!!!!!!**!!*! !!*!!!!!!!!!!!!!!!! !!!!!!!! !!!! !!!

logo KWGYLSHINSLDI LRSYGKKIHLEKDFDLVTLNRPTYSFFLFVLPLFVFYFLS I IC I FY I LKVNSKKVRKRSFAAGYI L IVLLLLDI S I
NTDB id 965026 NSU16 RS15580 WP 339192701.1 KWGYLSHINSLDILRYGKKIHLEDFDLVTLNRTYSFFLFVLPLVFYFLSIICIFYILKVSKVRKSFAGYILVLLLLDISI 160
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
consensus !!!!!!!!!!!!!!! !!!!!! !!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!! ! !*!!!*!!!*!!!!!!!!

logo AYI SAGGPFRGHI
R INRYINLFTF I SSP I LYLQF IQGRYLGKE IGKTFLKNR I SAFLYI

V IP I FNI
L
G
VI EFFYQRADYLQVDIDFLATLVN

NTDB id 965026 NSU16 RS15580 WP 339192701.1 AYISAGGPFRGHRINRYINLFTFISSPILYLQFIQGYLKEIGKTFLKRISALYVIPIFNIVIEFYRAYLQVDIDFLATVN 240
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLN 240
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !! !!!!!!! !!! !!*!!!!!* !!!* !!!!!!!!!!!*!

logo LVSFAATLTLFASFSVAS IYFLHLNKHYKYAEHSF I ILKLL I LTNTLSFAPFL I FFYVLP I I FLTGNYI FPALAI SASLLVL IPFGLVYQ
NTDB id 965026 NSU16 RS15580 WP 339192701.1 LVSFAALTLFAFVSIYFHLNKHKYAEHSFIIKLLILTNTLSFAPFLIFYVLPIILTGNYIFPALISASLLVLIPFGLVYQ 320
NTDB id 91 BSU 31690 NP 391047.2 LVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQ 320
consensus !!!!! !!!! ! !! !!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!! !!!!!!!!!!!!!!!

logo FVANKMFDI EF I LGRMRYYATLLAI
MIPTLL ITVGALVLWFDLVMVDGIQMNPAVRQTVFFI FVVMFASVFYFKEVI

MDFKFRLKRFSEKF
NTDB id 965026 NSU16 RS15580 WP 339192701.1 FVANKMFDIEFILGRMRYYTLLAIIPTLLTVGALVWFDLVGIQMNPARQTVFIFVVMFSVFYFKEVIDFKFRLKRFSEKF 400
NTDB id 91 BSU 31690 NP 391047.2 FVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKF 400
consensus !!!!!!!!!!!!!!!!!!! !!!*!!!!! !!!!! !!** !!!!! !!!!! !!!!! !!!!!!!*!!!!!!!!!!!!!

logo NYQDS I FKYTQLMRGSVTSLQQVFKELKNTI LDVLLVSKAYTFE I
V
A
TPDHKVI FYLDKHQEVKVEGPDWNQFLYEQEKEFENVTSE IGKI I

NTDB id 965026 NSU16 RS15580 WP 339192701.1 NYQDSIFKYTQLMRSVTSLQQVFKELKNTILDVLLVSKAYTFEIAPDHKVIYLDKQVKEPDWQLYEKEFENVTSEIGKII 480
NTDB id 91 BSU 31690 NP 391047.2 NYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKII 480
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!*!!!* !!!* ! !!!!!!!!!!!!!

logo EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDE I SWLKTLSFYTSVSMENVLMHQI EELMEHLKDLKQEGTNP IWLKKLM
NTDB id 965026 NSU16 RS15580 WP 339192701.1 EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVMQIEELMEHLKDLKQEGTNPIWLKKLM 560
NTDB id 91 BSU 31690 NP 391047.2 EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLM 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!



logo FAI EEKQRSDGLARDLHDSVLQDL I SLKRQCELFLAGDFKKDDNNPCQREEVQDKLVQMNEQMSDVI SMTRETCHELRPQLLYD
NTDB id 965026 NSU16 RS15580 WP 339192701.1 FAIEEKQRSDLARDLHDSVLQDLISLKRQCELFLADFKKDNNPCQEEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYD 640
NTDB id 91 BSU 31690 NP 391047.2 FAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYD 640
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYR I IQEFLSNAVKHSQATDEVL IML I S IQNKIVLHYEDDG
NTDB id 965026 NSU16 RS15580 WP 339192701.1 LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATEVLIMLISIQNKIVLHYEDDG 720
NTDB id 91 BSU 31690 NP 391047.2 LGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDG 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo VGFDQEKNTNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKGFKADI E I
MEL

NTDB id 965026 NSU16 RS15580 WP 339192701.1 VGFDQEKTNEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEMEL 769
NTDB id 91 BSU 31690 NP 391047.2 VGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

X non conserved
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X ≥ 50% conserved


