
logo ML I SGSLAAMF
I
F
IHLFLASRQQEHNDEGFMTQQREWI

MI S IVEQI
MMNECKEQSQATVKQTAEHGSVL ICRTNLSGQDE I

VRFDE IYHSMIRKRVDG
NTDB id 965006 NSU16 RS12215 WP 026014740.1 MLISGSLAMFFHLFLARQQENEGFMQREWIISVEQIMNECKQSQTVQTAEHGSVLICRNLSGQEVRFEIYHSMIRKRVDG 80
NTDB id 101 BSU 24680 NP 390348.1 MLISGSLAAIIHLFLSRQQEHDGFTQQEWMISIEQMMNECKESQAVKTAEHGSVLICTNLSGQDIRFDIYHSMIRKRVDG 80
consensus !!!!!!!! !!!! !!!!**!! ! !!*!!*!!*!!!!! !! ! !!!!!!!!!! !!!!!**!!*!!!!!!!!!!!!

logo KGHVP I LDGHIKTATMKADE I
V
E
R
K
NGMVLVLWLKI

V
E
KSEDNDQKEVYQTAFVPVYSTSYLGGG

NTDB id 965006 NSU16 RS12215 WP 026014740.1 KGHVPILGHIKTMKAEVRKGMLWLKVKSENDKEYQTAVPVYTSLGGG 127
NTDB id 101 BSU 24680 NP 390348.1 KGHVPILDHITAMKADIENGVVLLKIESEDQKVYQTAFPVYSYLGGG 127
consensus !!!!!!! !! !!!** !** !!* !! ! !!!! !!!* !!!!

X non conserved

X similar

X ≥ 50% conserved


