
logo MIRYPNGKTFQPKHPSVSSQNSSHQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAY
NTDB id 965000 NSU16 RS11000 WP 010334705.1 MIRYPNGKTFQPKHPVSSQSSHKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAY 80
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAY 80
consensus !!!!!!!!!!!!!!*!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FKQSSTTDYNGIYKGRYIDFEAKETKNKTTSFPLQNFHDHQI EHMKQVKTAQDGICFVI I SAFDGQVYFLEADKRLFYFWDERKE
NTDB id 965000 NSU16 RS11000 WP 010334705.1 FKQSSTTDYNGIYKGRYIDFEAKETKNTTSFPLQNFHDHQIEHMKQVTAQDGICFVIISAFGQVYFLEADRLFYFWERKE 160
NTDB id 117 BSU 22310 NP 390112.1 FKQSSTTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDRKE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!*!!!!!*!!!

logo KNGRKS IRKDELEEATAYP I SLGYAPR IDYI S I I EQLYFSPSSGSAKG
NTDB id 965000 NSU16 RS11000 WP 010334705.1 KNGRKSIRKDELEEAAYPISLGYAPRIDYISIIEQLYFSPSSSAKG 206
NTDB id 117 BSU 22310 NP 390112.1 KNGRKSIRKDELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!

X non conserved

X similar

X ≥ 50% conserved


