logo

NTDB id 964938 NSS75 RS14880 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 964938 NSS75 RS14880 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 964938 NSS75 RS14880 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 964938 NSS75 RS14880 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 964938 NSS75 RS14880 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 964938 NSS75 RS14880 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

logo

NTDB id 964938 NSS75 RS14880 WP

NTDB id 354 BSU 27620 NP 390640.

consensus

213417786.

1

213417786.

1

213417786.

1

213417786.

1

213417786.

1

213417786.

1

213417786.

1

ARG TACL L LR AR TR Do R AR

MLASKMRWEIQRPDQ KVKSLTEQL ITPLVASLLVKRGFDISAERARLFLHTKDA FYDP EMKGMKEAl RIKQAISQQ
MLASKMRWEIQRPDQ KVKSLTEQLBIITPLVASLLVKRGFDWAERIARLFLHTKDA FYDP EMKGMKEAI RIKQAISQQ
PELLLT L s b bbb st by

i VDNRTET LTLCRRAORY DR ek ) T A

ENIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL
EIMIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL
Porr e rrrrrrrrrnt

O T EL D TPHELA AEAAL L LA T LR

GLDVIITDHHEPGPELPDVIAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI
GLDVIITDHHEPGPELPDV AIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI

AL LRURTRL AL e LA R AL et e DU

ATLGLE LRRTNRLGLKELIKLSGG IGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDIJFEAEELAAEIDQLNKE
ATLGLE LRRTNRLGLKELIKLSGG IGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSED FEAEELAAEIDQLNKE

VA S TOEE VR AR VSRR AL EER A 41 R AL

RQKMVSKMTDEAIEMVEQRGLMQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES
RQKMVSKMTDEAIEMVEQNGLBQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES
PULLL e e rrrrrrrrrrrrnt

0 A T U TR VR ST L

LSECRDILPHFGGHPMAAGMTLRJAEDVP LRNYRLNEIADNTLTEEDFIPVQEVDLVCHVEDITVESIWEMN LSPFGMLN
LSECRDILPHFGGHPMAAGMTLIMAEDVP LRSJRLNEIADNTLTEEDFIPVQEVDLVCEVEDITVESIE\EMN LSPFGMLN|
| T T T T T I B L T o o I I B A B A A B A e N N RN

L) b TS0 A s oI e IR

PKPHV VENAVLEDVRKIGANKMHVKMTIRN SSQLDCVGEFNKGELIRERIIVPGS ISIVGEMSINEWNNRKKPQLMIKDA
PKPHV VENAVLEDVRKIGANKINHVKMTIRN SSQLDCVGFNKGEL[NE[ETIVPGS ISIVGEMSINEWNNRKKPQLMIKDA
P sttt

80
80

160
160

240
240

320
320

400
400

480
480

560
560



ASE LR AR TS s e e et DA L A

NTDB id 964938 NSS75 RS14880 WP 213417786.1 [NUAIAVNINNIIN:AE) QNN KIDERASY:NRISID @31 VRS Qi A MR RRE ) WA HEAWAMESISIEDINEY GO NI N GRARRER YW 640
NTDB id 354 BSU 27620 NP 390640.1 AVNEWQLFDLRGKRTWRDTVSALPSENKRENIVSFKE jWNLLQ EDLR VHVISS|MDQAKA LDGAYIVLLDI¥PPSLDMEE
] 1

consensus e e e e e e L e R R

ALE PR s ok AR LR e L OETIE TR

NTDB id 964938 NSS75 RS14880 WP 213417786.1 |HNANRNEYENAN:NNENENNN:IHE: 100 FPARDHFKWYYAFLLKRGKHGSELA HKGWSVETINFMTKVFFDLGF Ve
FD

NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHE HFLS FPARDHFKWYYAFLLKRGH ISKHGSELA HKGWSVETINFMTKVFFDLGFV 720

consensus e e e e e e e e e e e A e e e e NN e

L VRO DA YOACAL ELSStu LKL RDSAE

NTDB id 964938 NSS75 RS14880 WP 213417786.1 |GEN[CAARAARSICY:0:0:0: 0 RN NRAREY QIR RUINMIRNORINES] ALV N QAN RINOAINGRIRY Y R A NN 786

NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSV SGAKKRDLTDSQTYQAKQQLMELDQKLNYSBAEELKEWLNKLMKQDSEAYESTRRT 786

consensus trrrrrrrrxptrrrrrrrrrrrrrrrrrrrrrrrrrrrr orrrrrrrrrrrrrrrrrrrrrrrd

|

X non conserved
B similar
>50% conserved



