
logo MLAELS IKNFAI I EELTVSFERGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRYGEATKAELEGLFLLDESGHPVFLDGVC
NTDB id 964921 NSS75 RS12950 WP 101861022.1 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGETKAELEGLFLLDSGHPVFDVC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!! !!

logo AEQGIDVSDEMIVMRRDI STNSGKSVCRVNGKLVTIASLRE IGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKQ
NTDB id 964921 NSS75 RS12950 WP 101861022.1 AEQGIDVSDEMIVMRRDISTNGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALQ 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
TYQEGYQRYMVKLLKKLKQLSESEQEMAHRLDL IQFQLEE I ESAKLELNEDEQLQEERQQI SNFEKI FYESLQNAYNALRSE

NTDB id 964921 NSS75 RS12950 WP 101861022.1 AYQEGYQRYMKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIFESLQNAYNALRSE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo QGGLDWVGMASASQLEDI
LSDINEPLKQKLMSESVSNSYYLLEDATFQMRNMLDELEFYDPERLNFYI ETRLNE IKQLKRKYGATV

NTDB id 964921 NSS75 RS12950 WP 101861022.1 QGGLDWVGMASSQLEDLSDINEPLQKLSESVSNSYYLLEDATFQMRNMLDELEYDPERLNFIETRLNEIKQLKRKYGATV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !!!!!!!!!!! !!!!*!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!

logo EDI LEYASKI EEE IDQI ENRDSHLQSLKKQELDSVGKDVAVEAANVSQR IRKTWAKKLADEE IHRELKSLYMEKSTFDTEFKV
NTDB id 964921 NSS75 RS12950 WP 101861022.1 EDILEYASKIEEEIDQIENRDSHLQSLKQELDSVGKDVAVEAANVSRIRKTWAKKLAEEIHRELKSLYMEKSTFDTEFKV 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo RTASTRDNEEAPLVVNGQPVQLTEQGIDLVKFL I STNTGEPLKSLSKVASGGELSRVMLAIKS I FSSQQDVTS I I FDEVDTGV
NTDB id 964921 NSS75 RS12950 WP 101861022.1 RTATRDEEAPVVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus !!!*! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKVS IMGSQVLC ITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSTKQEKVATE IGRMIAGVEVTDLTKR
NTDB id 964921 NSS75 RS12950 WP 101861022.1 SGRVAQAIAEKIHKVSMGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLTKQEKVTEIGRMIAGVEVTDLTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!



logo HAKELLKQADQVKTTG
NTDB id 964921 NSS75 RS12950 WP 101861022.1 HAKELLKQADQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!!!!!!!!!!!!
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