
logo

MGNETAVKM
R
L
S
D
P
K
NRETEHI

L
E
P
E
V
E
KYTWDRLETDTI FASTDADDEWEKTEFYEESTVKVQDL ILKPKAIGSAEYARGHKLGLDQSASDKLNLLYEGALTESLYQYDMSLVMERRLEGKI

LY
NTDB id 964782 NSQ41 RS05400 WP 339211165.1 MGNETAVKRLPKREEIPVEYTWRLEDIFASDDEWEKEFEEVKQLIPKIGEYRGKLGQSSDLLYEALSYQDSVMERLGKLY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
consensus ******** * ! *** !!! ! !!!*! *!! !*! ! **! ! !*! ! ! ! !*! !! !*!

logo

T
VYAHSMKRNYDQDTTNVGSFLYQEGLYNQADKRAASNLYSTQALSESALFSASYFI EVPEFI LMAS ILDEDEEKKLAQEQFKLEKEQENDPGQLGKLYADHAYFLDEER I

L
L
N
A
R
N
Q
K
R
D
PHVLDSAQE

NTDB id 964782 NSQ41 RS05400 WP 339211165.1 TYAHMRYDQDTTNSFYQGLNDRAANLYTQASSLSSYIVPEILSIEEEKLQQFLKENDQLKLYAHALDEINRQRPHVLDAE 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQE 152
consensus !!*!* !!!!! !! * *! !!!*! ! ! !! * *** !! ! * ! !! ! * * ***!!! !

logo

A
QEAE I

LLAAQAAGDEAI FLNSGTAPSTDNTFGNKVLDNNADI
L
E
LFPAWI

V
K
SDEGNQGDEEVVE I

LTHGNRFYIQTFLLMESEKDNRDRI
VRKRDGAFYEQALMYAGTYEGKQFKQHNTFYAQST

NTDB id 964782 NSQ41 RS05400 WP 339211165.1 QEAILAQAAEALSTASNTFGKLNNADLEFPAIKDENGEEVEITHGRYIQFLESENRRVRRDAFQALYATYGKFKNTFAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
consensus ! *!! !** ** !! ! !!!* !! * ! *!* !!*!!! *! *!! ! *!* !* !*!*!! ! *!*! !

logo LQSGAVVKKVHNNFYQYAKVRHKYENNSARHQAALASANFNIPEESVYDNSLLVEKSTI
VNEKHLPLLHRYLVDLRKKAVLGKLDELHKMYDLVYTPLSVEQNTVDELT

NTDB id 964782 NSQ41 RS05400 WP 339211165.1 LSGAVKKNNFYAKVRKYENARQAALSANNIPEEVYDNLVKTINEHLPLLHRYVDLRKKALKLDELHMYDLYTPLVQNVDL 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ET 311
consensus ! ! !! *!* !!!!*! !!*!!! !! !!! !!! !* **! !!!!!!!!*!!!!! ! !!!!*!!!*!!!! **

logo

A
K
I
LTYEEASKLDKI

K
A
V
E
L
E
K
G
VLAI

P
F
LGEEYSVGKGI LVHQAEAGFETENRWIDVHKEPNKGKRSGAYSGSGAYDGTNAPFYI

MLLNWQDNTLVDNNLFTLVHELTGHS
NTDB id 964782 NSQ41 RS05400 WP 339211165.1 KITYEEAKDIVLKGLAPLGEEYVGILQEGFENRWIDVKENKGKRSGAYSSGAYGTNPYILLNWQDNVNNLFTLVHELGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
consensus *!!!! !!* !!!! ** *! !!!!!**!!!!!!!!!! !!! !!***!!!!!! * !!!!!!!! !!!

logo

L
VHSTYFYTRKQTQPYPVYGDYPS I FLVAE I

VASTCTNENI
LLNTETYLLKNETI

V
D
KDDEKKTRFLAYI

LLNHFYLDEGFKRGTVFRQTMQFAEFEHAYIHELAKADAQ
NTDB id 964782 NSQ41 RS05400 WP 339211165.1 VHSYYTRKTQPYPYGDYSIFVAEVASTCNENLLNEYLLNTIDDEKKRLYLLNHFLEGFRGTVFRQTMFAEFEHYIHLKAQ 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADA 471
consensus *!! *!! !!!!*!!!!*!!*!!*!!!*!!!*! ! !! * !*! ! *!!!*!*!!*!!!!!!! !!!!!! !!

logo

N
SGEQI

PLTAPDEFLMNTKQLTYAYDELNEKKYFYGNDLKNAI EVDIDNEYE IGQFLEWAER IPHFYMYNFYYVYQYATGFASAASAYLASEKKQI LVHSEGGTEETADKVEARYI
L
N
T
F
YL

NTDB id 964782 NSQ41 RS05400 WP 339211165.1 NGEPLTPEFLTQTYYELNKKYFGDNIVIDEEIGLEWARIPHFYYNFYVYQYATGFSAASALSKQILSEGETAVERYINFL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYL 551
consensus ! *!!**!* ! *!! !!* !! !! !!!!!! !*!!!!!!!!! !!! ! !** ! ! !* *!



logo KAGSSDYP I
L
E
NVI

LKKAGVDMTNSTDKPYI
L
D
E
A
DACFKVFEDEKRLTVELMEAELLVELKGVHLS

NTDB id 964782 NSQ41 RS05400 WP 339211165.1 KAGSSDYPINVLKKAGVDMTSTKPIEDACKVFEEKLTEMEELLLK..... 605
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!* !*!!!!!!!! ! *** !*!!!!**! !*! !* !*****

X non conserved

X similar

X ≥ 50% conserved


