
logo MF
L
I
YNQRKSVMVIMLVIGRLVTAKRSDTVPDEMLVRHYKTPSNAGKSNGDAKASVGTAHTRVFASTMLIAVNRSTQRFYTKSNDAQDSNGDE I

K
R
Q
EADYF IVSNVCMTVTILWRGKRAQSTLAESNTI

T
V
F
L
T
A
L
N
S
F
Y
C
G
L
T
A
H
Q
S
K
TKGSLAVIGS ILVSDGHRE I

LQRTRKSNRYFENKEQ
NTDB id 409 SMU RS08940 WP 002263454.1 MYNKVILIGRLVATPEMVKTPKDKSVTRVTLAVNRRFKSQDGEKQADFVNVVLWGRLAETIASYGSKGSLISLDGELRTRKYEK. 84
NTDB id 498 SM12261 RS01980 WP 000282464.1 MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGKLAESLASYATKGSLISVDGELRTRRFEK. 84
NTDB id 526 SMSK321 RS08825 WP 000282440.1 MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK. 84
NTDB id 158 SP RS09595 WP 000282442.1 MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK. 84
NTDB id 268 KZH43 RS08520 WP 000282467.1 MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK. 84
NTDB id 227 SPD RS09110 WP 000282467.1 MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK. 84
NTDB id 193 SPR RS08685 WP 000282467.1 MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTRRFEK. 84
NTDB id 96476 ASV54 RS05550 WP 071665351.1 MINRSVLVGRLTRDPELRYTNGGAAVATFTIAVNRQFTNQNGEREADFISCVIWRKAAENFTNFTHKGSLIGIDGHIQTRNYENQ 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSYENE 85
consensus !*!*****!!!********!*****!*****!!!!******!***!!******!***!!*******!!!!****!***!!**!*

logo

D
E
Q
NGTVQNTRMHIVNFYVATEVQVLGAVEHDTTNSGVFRSQFLMLDEPSKRNPTAEGRTQEGSTRGKEAAHQSMAGHRDSQESGNADGNGNSYAAENSGENSQGHNFSGNGSGNQYSFGGNNGQSQNDQNSGPFGTGSNPQNQNTGQNRARPNAQRAGKYNDNSFNTQNADQNDQPYFEANQNDGLGKQAAPQDI

L
D
V
I
L
S
E
S
D
E
D
E
D
EL

NTDB id 409 SMU RS08940 WP 002263454.1 DGVTHFVTEVLGHSFQLLESRAQRAMRENNSE........................................NDLADLVLEEEEL 129
NTDB id 498 SM12261 RS01980 WP 000282464.1 NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG........................................QDLADLVLEEEEL 129
NTDB id 526 SMSK321 RS08825 WP 000282440.1 NGQMNYVAEVLVTGFQLLESRAQRAMRENNAG........................................QDLADLVLEEEEL 129
NTDB id 158 SP RS09595 WP 000282442.1 NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG........................................QDLADLVLEEEEL 129
NTDB id 268 KZH43 RS08520 WP 000282467.1 NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG........................................QDLADLVLEEEEL 129
NTDB id 227 SPD RS09110 WP 000282467.1 NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG........................................QDLADLVLEEEEL 129
NTDB id 193 SPR RS08685 WP 000282467.1 NGQMNYVTEVLVTGFQLLESRAQRAMRENNAG........................................QDLADLVLEEEEL 129
NTDB id 96476 ASV54 RS05550 WP 071665351.1 QGTRIYVTEVVVDNFSLLESRAESEHHQSANSNGHS....S..NNSN.............NRKYDNNQNQYENNGGQIDISSDDL 151
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS..NGSQQSGFTSPQQTGNAPAANNTQADPFANNGQAIDISDDDL 168
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDGKPIDISDDDL 170
NTDB id 112 BSU 36310 NP 391512.2 EGVNVYVTEVLADTVRFMDPKPREKAAD......................................................... 113
consensus *!****!*!!********************** *************

logo PF
NTDB id 409 SMU RS08940 WP 002263454.1 PF 131
NTDB id 498 SM12261 RS01980 WP 000282464.1 PF 131
NTDB id 526 SMSK321 RS08825 WP 000282440.1 PF 131
NTDB id 158 SP RS09595 WP 000282442.1 PF 131
NTDB id 268 KZH43 RS08520 WP 000282467.1 PF 131
NTDB id 227 SPD RS09110 WP 000282467.1 PF 131
NTDB id 193 SPR RS08685 WP 000282467.1 PF 131
NTDB id 96476 ASV54 RS05550 WP 071665351.1 PF 153
NTDB id 624 LCA RS00040 WP 011373726.1 PF 170
NTDB id 113 BSU 40900 NP 391970.1 PF 172
NTDB id 112 BSU 36310 NP 391512.2 .. 113
consensus **

X non conserved

X similar

X ≥ 50% conserved


