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NTDB id 601 KW2 RS02615 WP 021036805.1 KKNEATKAEDFEKAAHFRDQISKLRELQK......QEVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADD 441
NTDB id 378 SMU RS02690 WP 002263569.1 LKAQATRDEDYEKAAYFRDQIAKYKEMQS......AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADD 448
NTDB id 241 SP RS04015 WP 000882523.1 LKSQATREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAED 447
NTDB id 281 KZH43 RS03550 WP 000882517.1 LKSQATREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAED 447
NTDB id 245 SPD RS03860 WP 000882517.1 LKSQATREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAED 447
NTDB id 243 SPR RS03635 WP 000882517.1 LKSQATREEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAED 447
NTDB id 85 BSU 00860 NP 387967.1 EKDAAVQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENI 505
NTDB id 610 V4T04 RS10165 WP 012897346.1 ELSEAVIKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKE 514
NTDB id 290 KZH43 RS10025 WP 001109677.1 PADKALMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAE 509
NTDB id 289 SPD RS10700 WP 001109677.1 PADKALMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAE 509
NTDB id 287 SP RS11210 WP 001109712.1 PADKALMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAE 509
NTDB id 377 SMU RS09275 WP 002262344.1 DLDHALITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERE 512
NTDB id 297 STER RS00545 WP 011680614.1 PLDEALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESE 515
NTDB id 329 STU RS10020 WP 011225298.1 PLDEALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESE 515
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NTDB id 964630 NYE79 RS08625 WP 339293686.1 LEHKVIGQDKAVEAVARAIRRNRAGFDEGNRPIGSFLFVGPTGVGKTELAKQLALDMFGTKDAIIRLDMSEYSDRTAVSK 492
NTDB id 601 KW2 RS02615 WP 021036805.1 LKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAK 521
NTDB id 378 SMU RS02690 WP 002263569.1 LKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAK 528
NTDB id 241 SP RS04015 WP 000882523.1 LKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAK 527
NTDB id 281 KZH43 RS03550 WP 000882517.1 LKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAK 527
NTDB id 245 SPD RS03860 WP 000882517.1 LKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAK 527
NTDB id 243 SPR RS03635 WP 000882517.1 LKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAK 527
NTDB id 85 BSU 00860 NP 387967.1 LHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSR 585
NTDB id 610 V4T04 RS10165 WP 012897346.1 LHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSR 594
NTDB id 290 KZH43 RS10025 WP 001109677.1 LHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASR 589
NTDB id 289 SPD RS10700 WP 001109677.1 LHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASR 589
NTDB id 287 SP RS11210 WP 001109712.1 LHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASR 589
NTDB id 377 SMU RS09275 WP 002262344.1 LHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASR 592
NTDB id 297 STER RS00545 WP 011680614.1 LHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASR 595
NTDB id 329 STU RS10020 WP 011225298.1 LHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASR 595
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NTDB id 964630 NYE79 RS08625 WP 339293686.1 LIGTTAGYVGYADNSNTLTERVRRNPYSIILLDEIEKADPQVITLLLQVLDDGRLTDGQGNTVNFKNTVIIATSNAGFGY 572
NTDB id 601 KW2 RS02615 WP 021036805.1 LIGAPPGYVGYEE.AGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK 600
NTDB id 378 SMU RS02690 WP 002263569.1 LVGAPPGYVGYEE.AGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK 607
NTDB id 241 SP RS04015 WP 000882523.1 LVGAPPGYVGYDE.AGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK 606
NTDB id 281 KZH43 RS03550 WP 000882517.1 LVGAPPGYVGYDE.AGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK 606
NTDB id 245 SPD RS03860 WP 000882517.1 LVGAPPGYVGYDE.AGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK 606
NTDB id 243 SPR RS03635 WP 000882517.1 LVGAPPGYVGYDE.AGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK 606
NTDB id 85 BSU 00860 NP 387967.1 LVGSPPGYVGYDE.GGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASE 664
NTDB id 610 V4T04 RS10165 WP 012897346.1 LIGAPPGYVGYDE.GGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATA 673
NTDB id 290 KZH43 RS10025 WP 001109677.1 LNGAPPGYVGYEE.GGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATA 668
NTDB id 289 SPD RS10700 WP 001109677.1 LNGAPPGYVGYEE.GGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATA 668
NTDB id 287 SP RS11210 WP 001109712.1 LNGAPPGYVGYEE.GGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATA 668
NTDB id 377 SMU RS09275 WP 002262344.1 LNGAPPGYVGYEE.GGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATA 671
NTDB id 297 STER RS00545 WP 011680614.1 LNGAPPGYVGYDE.GGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATA 674
NTDB id 329 STU RS10020 WP 011225298.1 LNGAPPGYVGYDE.GGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATA 674
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NTDB id 964630 NYE79 RS08625 WP 339293686.1 E.........A...NLTEDADKPELMDRLKPFFRPEFLNRFNAVIEFSHLNKEDLSKIVDLMLAEVNQTLAKKDIDLEVS 640
NTDB id 601 KW2 RS02615 WP 021036805.1 ..VEASVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVT 673
NTDB id 378 SMU RS02690 WP 002263569.1 ..SEANVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVT 680
NTDB id 241 SP RS04015 WP 000882523.1 ..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVT 679
NTDB id 281 KZH43 RS03550 WP 000882517.1 ..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVT 679
NTDB id 245 SPD RS03860 WP 000882517.1 ..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVT 679
NTDB id 243 SPR RS03635 WP 000882517.1 ..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVT 679
NTDB id 85 BSU 00860 NP 387967.1 LKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELT 744
NTDB id 610 V4T04 RS10165 WP 012897346.1 LRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLT 753
NTDB id 290 KZH43 RS10025 WP 001109677.1 LRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQ 748
NTDB id 289 SPD RS10700 WP 001109677.1 LRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQ 748
NTDB id 287 SP RS11210 WP 001109712.1 LRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQ 748
NTDB id 377 SMU RS09275 WP 002262344.1 LRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQ 751
NTDB id 297 STER RS00545 WP 011680614.1 LRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQ 754
NTDB id 329 STU RS10020 WP 011225298.1 LRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQ 754
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NTDB id 964630 NYE79 RS08625 WP 339293686.1 QAAKDFITEEGYDEVMGVRPLRRVVEQQIRDKVTDFHLDHLDAKH..LEADMEDGVLVIREKA............. 701
NTDB id 601 KW2 RS02615 WP 021036805.1 QAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQL.VADLIDDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 DKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKEL.KAIMTSNGKIVIKASNK.VETVTKATSD. 753
NTDB id 241 SP RS04015 WP 000882523.1 DKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 281 KZH43 RS03550 WP 000882517.1 DKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 DKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 DKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 85 BSU 00860 NP 387967.1 DAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN.......... 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 PSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 290 KZH43 RS10025 WP 001109677.1 ASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 ASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 287 SP RS11210 WP 001109712.1 ASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 PSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV.............. 813
NTDB id 297 STER RS00545 WP 011680614.1 PAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 329 STU RS10020 WP 011225298.1 PAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
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