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NTDB id 363 SMU RS05195 WP 002262215.1
NTDB id 964614 NYE79 RS06190 WP 070800372.1

VALK TN R AL

....... 435
GLGLSLAKQIVDAL GT VKDNKP GTIFEVKIAIQ PSK KIJ ST

NTDB id 259 KZH43 RS03480 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKKR 444
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