
logo MDNKKTRQATL IGLLLVFLLLLTSATGSYYIKQMQPSAPNSPRKTKNVLNSQKKQASEAPSQEALAESVLTEDSAI
VKNSQIKGNSLEWNGASGAFVIV

NTDB id 964590 NYE79 RS01515 WP 339293739.1 MDKKTRQALIGLLLFLLLTAGSYYIKQMQSAPNSPRTKVNQKKQASEAPSQELAESVLTESIKNQIKGNLEWNGAGAFVV 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV 80
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV 80
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV 80
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIV 80
consensus !*!!!!!*!!!!!**!!!**!!!!!!!!*!!!!!!*!***!!!!!!!!!!!*!!!!!!!***!*!!!!*!!!!!*!!!*!

logo NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANAI
LLSKATRQYKNREKETGNGSTSWTPPGWHQVKNLKGASYTHAVDRGH

NTDB id 964590 NYE79 RS01515 WP 339293739.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANAILSKATRQYKNREETGNGSTSWTPPGWHQVKNLKGAYTHAVDRGH 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 221 SPD RS09380 WP 001036779.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 187 SPR RS08930 WP 001036779.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 152 SP RS09870 WP 001036779.1 NGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo LLGYAL IGGLDGFDASTSNPKNIAVQTAWANQAQAEDYSTGQNYYESLKVRKALDQNKRVRYRVTLHYYATSNEDLVPSASQI E
NTDB id 964590 NYE79 RS01515 WP 339293739.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEDSTGQNYYESLVRKALDQNKRVRYRVTLHYATNEDLVPSASQIE 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE 240
NTDB id 221 SPD RS09380 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE 240
NTDB id 187 SPR RS08930 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE 240
NTDB id 152 SP RS09870 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIE 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!

logo AKSSDGELEFNVL IVPNVQKGI
LQLDYRTGQEVTVTDQ

NTDB id 964590 NYE79 RS01515 WP 339293739.1 AKSSDGELEFNVLIPNVQKGIQLDYRTGQVTVTD 274
NTDB id 262 KZH43 RS08770 WP 001036779.1 AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 AKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!!!!!!!!!!!!*!!!!!!*!!!!!!!*!!!!*
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