logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

964584 NYE79 RS01065 WP 070568123.1

276
235
201
166
506
534

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

KZH43 RS09235 WP 000265622.1

SPD RS09865 WP 000265622.1

SPR RS09400 WP 000265622.1

SP RS10350 WP 000265622.1
SM12261 RS00975 WP 000265657.1
SMSK321 RS0102610 WP 000265640.1

964584 NYE79 RS01065 WP 070568123.1

276
235
201
166
506
534

consensus

KZH43 RS09235 WP 000265622.1

SPD RS09865 WP 000265622.1

SPR RS09400 WP 000265622.1

SP RS10350 WP 000265622.1
SM12261 RS00975 WP 000265657.1
SMSK321 RS0102610 WP 000265640.1

VLT

L CHURYAREN A AATOHEES e YO

MWKK[NKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHIYD ALNKEKLEVAFAMAKR KDKVEQESGERRYFNLGIYVIY QNEK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKEKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYBLNKEKLVAFAMAKRTKDKVEQESGEQRFNLGQVSYQNKK

MWKK[NKVKAGVL YAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKL AFAMAKRTKEKVEQESGEQEFNLGQVSYQNKK
PULLs b b st bl 1 I T

VTR NCE AR S O

TGIITRIVRYl K¢ YEFLEFP|Y KINEIGKIWDKKEEVATDSSNMEKKKSEEKPEKK |4S 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TELVTHVRTEKSQYEF FPSVKIKEEKHWDKKEVIJTDSSHYRIAEKKK SEEKJEKKEN[J 137
137
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X non conserved
B similar
> 50% conserved



