
logo MI
K
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R I LV IDDHPAVMREGTKATI LETDSENLVESVDCLESPEPPYSTAEEQFL IMKKQHIDFLSQSYDAL IVLMDLMNLGGDEVNGI

MELASKQI LTQSEQENHPHQCKI
V

NTDB id 964456 NSU02 RS04910 WP 066249242.1 MIRILVIDDHPAVREGTKAILETDSEVEVDCLEPPYTAELMKKIDFLQYDAVLMDMNLG.DVNGIELAKQITSQEHQCKV 79
NTDB id 90 BSU 31680 NP 391046.1 MKKILVIDDHPAVMEGTKTILETDSNLSVDCLSPEPSEQFIKQHDFSSYDLILMDLNLGGEVNGMELSKQILQENPHCKI 80
consensus ! *!!!!!!!!!! !!!! !!!!!! * !!!! !*** *! *!! !! *!!!*!!!**!!!*!! !!! *!!*

logo

I
L
L
VYTGYDEVENDYFMEEAIRSALGI

LHGAVI SKTESKEKI LTQSHYIRYHAVLLNGE I ILLVDSFADYFVKKQL IMETQRQKTLTKPASPSMSKQEKAENQDEPVLTDPRECKLM
NTDB id 964456 NSU02 RS04910 WP 066249242.1 LLYTGYDVNDYMEEAISLGIHGVISKTESKEKILSHIRHALLGEIILSFDYVKKLIERQTLK.SPSMKEANEPLTDREKM 158
NTDB id 90 BSU 31680 NP 391046.1 IVYTGYEVEDYFEEAIRAGLHGAISKTESKEKITQYIYHVLNGEILVDFAYFKQLMTQQKTKPAPSSQKEQDVLTPRECL 160
consensus **!!!!*! !! !!!! !*!! !!!!!!!!!! *! ! ! !!!** ! ! ! !* ! !* !! ***!!*!!**

logo I LMQEVEKRGFLTNQE IADAKLHLSKRS I EYSLTS I FNKLHNVGSSRTEAVL IAKSDEGI
VL

NTDB id 964456 NSU02 RS04910 WP 066249242.1 ILMEVERGLTNQEIADKLHLSKRSIEYSLTSIFNKLHVSSRTEAVLIAKSEGIL 212
NTDB id 90 BSU 31680 NP 391046.1 ILQEVEKGFTNQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDGVL 214
consensus !! !!!*! !!!!!!! !!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!*!*!

X non conserved

X similar

X ≥ 50% conserved


