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NTDB id 964454 NSU02 RS03375 WP 339194222.1 KFCHYCRNCIMMGRVSECSKLVSFPRRDKEEKHSIQSDQTNFLQWDGELSPAQKRASDRIAESVLQRTDCLIWAVCGAGK 148
NTDB id 108 BSU 35470 NP 391427.1 KNKLYCRSCVMMGRVSEEVPLYSWKEENESNWK......SIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGK 152
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NTDB id 964454 NSU02 RS03375 WP 339194222.1 TEVLFAGINTALQKGLFVCIAAPRTDVVLELGPRLKNVFPSIDVAVLYGGSEDRLKLSPITISTTHQLLRYKEAFDVVIL 228
NTDB id 108 BSU 35470 NP 391427.1 TEMLFPGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMII 232
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NTDB id 108 BSU 35470 NP 391427.1 DEVDAFPYSADQTLQFAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRN 312
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NTDB id 964454 NSU02 RS03375 WP 339194222.1 KLPKNIITWAAEQMQKERQAFLFVPEIKVLHDVVPLLKKLNSAVEGVHAEDPQRKEKVRAFRNGRIPIIVTTTILERGVT 386
NTDB id 108 BSU 35470 NP 391427.1 KIPPAVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVT 392
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NTDB id 964454 NSU02 RS03375 WP 339194222.1 VPGTDAAVLGAEETIFTESALVQISGRVGRSMNNPTGSVIFFHYGKTNEMIAAKHHILAMNREAAKEDLLKR 458
NTDB id 108 BSU 35470 NP 391427.1 VPKVQTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD. 463
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