KDDL A AL R EERAAELEE G R L NLETRRL R

NI Ko e S WA RV RIS NN SR R A SO T vl gl K I R M N K TKMDSKVLDSILMKMLKTVDGSKDEVFQIGEQSRQQYEQLVEELKQIKQQVYEVIELGDKLEVQTRHARNRLSEVSR 80
NTDB id 130 BSU 35500 NP 391430.1 MNKTKMDSKVLDSILMKMLKTVDGSKDEVFQIGEQSRQQYEQLVEELKQIKQQVYEVIELGDKLEVQTRHARNRLSEVSR 80
[

consensus trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnd

S AL CRERLREARIL L L R WL

NTDB id 964179 NSS90 RS18780 WP 003227983.1 I EEEIRNAYEKAHKLQVELTMIQQREKQLRERRDDLERRLLGLQEIIERSESLVSQITVVLNYLNQDLREVGLLL 160
NTDB id 130 BSU 35500 NP 391430.1 N EEEIRNAYEKAHKLQVELTMIQQREKQLRERRDDLERRLLGLQEIIERSESLVSQITVVLNYLNQDLREVGLLL 160

comsensus o brrrn R e e e e e e

AN LR EREESOE LA R D R LRI

NS Ko el T N WA B \ SIS S N R YA IO SOV g S I Il A D AQAKODFGLRIIEAQEEERKRVSRETHDGPAQMLANVMMRSELIERIFRDRGAEDGFQEIKNLRQNVRNALYEVRRII 240
NTDB id 130 BSU 35500 NP 391430.1 ADAQAKQDFGLRIIEAQEEERKRVSREIHDGPAQMLANVMMRSELIERIFRDRGAEDGFQEIKNLRQNVRNALYEVRRII 240
rrrrnd

consensus bt trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrd

M LT TEEN AR | e AR e T

JENDI I e el T S A R\ SR I TO N SN R g SO T Vi gel K I R Y DL RPMALDDLGLIPTLRKYLYTTEEYNGKVKIHFQCIGETEDQRLAPQFEVALFRLAQEAVSNALKHSESEEITVKVEI 320
NTDB id 130 BSU 35500 NP 391430.1 YDLRPMALDDLGLIPTLRKYLYTTEEYNGKVKIHFQCIGETEDQRLAPQFEVALFRLAQEAVSNALKHSESEEITVKVEI 320
consensus N

TORIL DKL GARARSE L RENDe T ISR L TF L

NTDB id 964179 NSS90 RS18780 WP 003227983.1 |NONABIBIEROINEICINNINCFVINCINESIAGRANIIIGNARIRAACHRBINRIIY QNN NINN QAN 385
NTDB id 130 BSU 35500 NP 391430.1 TKDFVILMIKDNGKGFDLKEAKEKKNKSFGLLGMKERVDLLEGTMTIDSKIGLGTFIMIKVPLSL 385

consensus e e e e e e e

X non conserved
B similar
> 50% conserved



