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NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAED........PLGFLRERFPEA.....WRHLPEAEAQAERERRRAEALG 59
NTDB id 96412 DAETH RS16250 WP 264775915.1 ...MTSADHLAELRALLTLRLTPHLGPRRIENLRLHFGSAGAALRAPLTALRAVPGLDVKSLEAVGTPKAAQGAEAELDKARAEG 82
NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAELNKAAERG 85
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NTDB id 1037 TT RS09535 WP 011174226.1 VRLLGLWEEGFPEGLKALPQPPTHLYLKGE........LPPEREAVALVGTRRASPWALAFARKLARELSEAGLWVVSGLARGID 136
NTDB id 96412 DAETH RS16250 WP 264775915.1 VTLLGRGLEGYPPALDALGDPPPVLWVRGE.....LPDFPVVPRAVGIVGTRGASPHALALTRALAADLARAGVTVVSGLARGVD 162
NTDB id 1314 DR RS00625 WP 010886768.1 VTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSGLARGVD 170
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VYPAPRENEHRDPRLAEGQRLMDTVVLVLSEFYPFLGTGPKAPQEHFHFPRSTRNRVL IAGALCSRAAGVLVVVEAGPERLDKSGASL
NTDB id 1037 TT RS09535 WP 011174226.1 REAHLGALE.....AGGRTLGVLGSALDRVYPPENRPLAQRMDLLSEFPFGTGPKPEFFPRRNRLIAGLCRAVVVVEAPLDSGAL 216
NTDB id 96412 DAETH RS16250 WP 264775915.1 TAAHEASVG.....AGGVSVGVLGSAVNRVYPAENERLAERLTLLSEYPLGTGPAQHHFPTRNRLIAALSAGVVVVEGELKSGSL 242
NTDB id 1314 DR RS00625 WP 010886768.1 TAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVEGERKSGSL 255
consensus **!! **** !** **!!!!!!****!! !! !! !* **!!*!*!!!!****!!*!!!*!!*!***!*!!!****!!*!

logo ITARTHALDELCGKRETVLFAVPGRPAMGDEPRSAALSGAPNHARLLIQREDGAYVPLVTLEASAEGQDVLSTYELNGMWDGSLARAPKAAPAPLTVPGDLSPPEEQEAARALVHLYRALALKQETKPKEALTPLEDADLHA
NTDB id 1037 TT RS09535 WP 011174226.1 ITARHALELGKEVLAVPGRPMDERSLGANRLIQDGAYPVLSAEDVLSYLGMSARPKP.LPGLSPEEEALYALLQEKKEALPEALA 300
NTDB id 96412 DAETH RS16250 WP 264775915.1 ITATHALECGRTVFAVPGRAGDPRAAGPHRLLREGAVLTEAAGDVLTELGWDAAPAAPTPDLPPEQARAHAALKTP..ATLDDLH 325
NTDB id 1314 DR RS00625 WP 010886768.1 ITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPAVPDLPPEQARVLRALQTP..ATLDDLA 338
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NTDB id 1037 TT RS09535 WP 011174226.1 MALGIPPERVLSLLTLLELKGLARALPGGRYGPG 334
NTDB id 96412 DAETH RS16250 WP 264775915.1 ASTGLPLPELQTALVMLQLMGLAEEVG.GRWARR 358
NTDB id 1314 DR RS00625 WP 010886768.1 ATTGLSIPELQTALVMLQLQGLAYEVG.GRWSR. 370
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