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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
NTDB id 96394 DAETH RS00960 WP 264776092.1 .MALSIGDRRLGAILLEQGYVNDLDLQKALVRHAEVGGRLSDILIDSGMVGEKRIARAIEEALGIPLVDLLVITPEPAAVAAISA 84
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
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FPFALEDEGDEAGRTVVLRVAFLALVNDPLDSTSFLVASLI EAETVLEDLDTSGFLDMVVI EPYQTATLKRDESAEQFIVMLYWSALIAKTHYPELDGLEPSAIVVPMPVPASEGAPSQSDGADESGAQRGKTDGLGRKL
NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..PSGEGQKDLKL 168
NTDB id 96394 DAETH RS00960 WP 264776092.1 QTAQTVQAFPFALDGE..TLRVALADPLSSVAIEALEDDSGLMIEPYQALRDQILWSIATHYPELDLSAPMPAESQGDSAGGGRL 167
NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFALEGD..RLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
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NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILVRKG.LPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
NTDB id 96394 DAETH RS00960 WP 264776092.1 GQRLIARGLLNESQLGVALDVQQQTGEPLGNTLVTQGILNEDQLYEVLAEQAGVAFVRNPRDFQPTEDVLGGMLRADALRLQAVP 252
NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
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NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
NTDB id 96394 DAETH RS00960 WP 264776092.1 VDEGPQGVVAVASDPRKRDDLAAVLGRPVQLVLAKPRDVEALIERFYPQRGRLGEQMVQQGTLSRAQLREALQVQARGGKVKPLG 337
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
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NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHR 422
NTDB id 96394 DAETH RS00960 WP 264776092.1 EVILELGFAKADEIEGALQKQNAGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPARNPPDAKVALMIPESTARRYLVVPVR 422
NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVR 422
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NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAKKQAEEEVPS.....PLEL 502
NTDB id 96394 DAETH RS00960 WP 264776092.1 FQGESLVIAMKDPRNVFALDDLKLITG.....REIVPAVMAEKDITRLIERYFGSQDMADLGKRLAAESKSREAKKQEDVDVSAL 502
NTDB id 1306 DR RS10060 WP 027479822.1 LQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGEKGFEKLNKELAERNKTQ...QSQEADLSVA 499
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NTDB id 1028 TT RS08215 WP 011173991.1 DESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREG 587
NTDB id 96394 DAETH RS00960 WP 264776092.1 DDNAVVRVVDNLIREAALMEASDIHIEPTETSLRVRYRIDGVLREQNELPRGSAQSILARIKIMGSLDISERRVPQDGRIRFKKG 587
NTDB id 1306 DR RS10060 WP 027479822.1 DESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG 584
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NTDB id 1028 TT RS08215 WP 011173991.1 AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNT 672
NTDB id 96394 DAETH RS00960 WP 264776092.1 SIDIDLRLSTLPTVYGEKAVMRLLQKASNIPEVEQLGFSEHNFQRYLDVTDKPNGIFLITGPTGSGKSFTSFSTLKRIARPEKNT 672
NTDB id 1306 DR RS10060 WP 027479822.1 SIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNT 669
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NTDB id 1028 TT RS08215 WP 011173991.1 QTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEM 757
NTDB id 96394 DAETH RS00960 WP 264776092.1 TTIEDPIEYEIPGIVQSQVNVAAGMTFARALRAFLRQDPDIIFVGEVRDVETAKIATEAALTGHLVLATLHTNDAPGAITRLEEM 757
NTDB id 1306 DR RS10060 WP 027479822.1 TTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEM 754
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NTDB id 1028 TT RS08215 WP 011173991.1 GVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRH 842
NTDB id 96394 DAETH RS00960 WP 264776092.1 GVEHFNIAAAVVGVLAQRLVRRVCGECKQSTNADPNVLRRLGLTEAQVSGGNLVRGSGCPRCGGTGYKGRMGIHELMVIDDPLRR 842
NTDB id 1306 DR RS10060 WP 027479822.1 GIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRR 839
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NTDB id 1028 TT RS08215 WP 011173991.1 AIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 96394 DAETH RS00960 WP 264776092.1 AIGAGRTAAEIRDVALAESEMRTLRQDGIEKALQGLTTLEEVLAVTSN 890
NTDB id 1306 DR RS10060 WP 027479822.1 TIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
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