
logo MNSLVDLTL ILVLVFAGLVLGLLVGSFSNVL IVWRLPRGENI
VAFPPSHCPGKCDHPRLKSPTVDLVPVFGSWLALGGKRCRYCRASP IKNPSRYPVVEALLT

NTDB id 96393 DAETH RS00685 WP 264776046.1 MSLDLLLVVFAGVLGLLVGSFSNVLVWRLPRGENVAFPPSHCPGCDHRLSPVDLVPVGSWLALGGKCRYCRSPIKSRYPVVEALT 85
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLT 85
consensus ! *! !*!*!!!*!!!!!!!!!!!!*!!!!!!!!*!!!!!!!! !!!*! ! !!!!! !!!!!!!*!!!!! !! *!!!!!! !!

logo GLVAGYAVIAAVLTFPLSTTYEGAGTLGLMAVLFTI
LLLVAGSAIDLDTMYTI

LPDELTLPGTVALLGLVALFAGFLALGNATGRLYASGQAEAGEQALGLPNTFVAQGQAVEQGAL
NTDB id 96393 DAETH RS00685 WP 264776046.1 GLGYAVIAVLFPLTTYGAGTLGLMALFTLLLVASAIDLDTYTIPDELTLPGVALGLAFAFLNTR..SGAAEAGLPTFQGAVQGAL 168
NTDB id 1305 DR RS10600 WP 010888696.1 GVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGAL 170
consensus !**!!!!! !!!*!! !!!!!!! !!!*!!!*!!!!!!! !*!!!!!!!! !!* !* ** * !!! !! !!!
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NTDB id 96393 DAETH RS00685 WP 264776046.1 LGAGLLVTIDLIGSWVLRRFRERQYPEAPIGYQQISLALLVGAWLGPWWGLGAALVSAAVNLAARRVVRVPEVVTLGGFLVSVAL 253
NTDB id 1305 DR RS10600 WP 010888696.1 MGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLAL 255
consensus *!!!**! ! * !!!!!!!!!!!!*!!!!!!!!!!!!*!! !!!!!!!!!!! !!*!!!!!*!!** !!*!!**!!!!!!!!*!!
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NTDB id 96393 DAETH RS00685 WP 264776046.1 GGSGFGPGLILMVQGALAAAGAASLVAGMYWWLRR......EPEGEADAPFDPSAMGFGDVKLAAVIGAFLGWERLLVAVVVAVV 332
NTDB id 1305 DR RS10600 WP 010888696.1 SSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAIF 340
consensus ! !!!!* !* !*! !!!! !!!*!*!!!* ******!**! ! * !! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!*

logo AGAMVLGLLVQLALKKQENRVKFGPYLALGAVVAL ILWGGAP I
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NTDB id 96393 DAETH RS00685 WP 264776046.1 AGAMLGLLQLALKKENRVKFGPYLALGAVVALIWGGAIVQGYRGMLGL 380
NTDB id 1305 DR RS10600 WP 010888696.1 AGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus !!!*!!!*!!!!! !!!!!!!!!!!!!!!!!!*!!!*** !!!*!!*
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