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QIQAMTDNAASCVNQHSMPTSKESTMEKTINLMLDNLDNTRDQAEQLMRAEFLFVAELMGEKPFRADQVLMKWIYHFGCEDDNFDQNMS

TNVINKVLRERKL
NTDB id 96195 WL1483 RS08005 WP 050664639.1 .....................MSEMKTNLLDLDRDALRAFFVELGEKPFRADQVMKWIYHFGCDDFDQMTNVNKVLRERL 59
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKVLREKL 80
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREKL 73
consensus *** * * ***!*!!**! !* *!**!*!*!!!!!!!!!*!!!!!!!!*!*!!*!*!*!!!!!!*!
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VEQRSASDGTIKWALMW

QVGDQEQVI ETVYIPEADEDRATLCVSSQVGCALEACTKFCSTAQQGFNRNLRSTVSE I IGQ
NTDB id 96195 WL1483 RS08005 WP 050664639.1 KAIAEIRAPEISREQRSSDGTIKWALQVGDQEVETVYIPEEDRATLCVSSQVGCALECKFCSTAQQGFNRNLRVSEIIGQ 139
NTDB id 1457 ASU2 RS00455 WP 014990913.1 KQIAEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIGQ 160
NTDB id 1392 A4U84 RS02730 WP 010786053.1 KRIAEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVSEIIGQ 153
consensus ! !!!!*!!!***!!!!*!!!!!!!**!!!!**!!!!!!!*!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!*!!!!!!!

logo VWRAASKVIVIGNFGVTGI
K
VRP ITNVVMMGMGEPLLNMLANNVVIPAMKELIMLDDYFGAFYGLSKRRVTLSTASGVVPALDI
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NTDB id 96195 WL1483 RS08005 WP 050664639.1 VWRAAKVVG.....GKRPITNVVMMGMGEPLLNLANVVPAMKLMLDDYGFGLSKRRVTLSTSGVVPALDLLGEQIDVALA 214
NTDB id 1457 ASU2 RS00455 WP 014990913.1 VWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKIDVALA 240
NTDB id 1392 A4U84 RS02730 WP 010786053.1 VWRASKIIGNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQIDVALA 233
consensus !!!!*!**!*****!*!!!!!!!!!!!!!!!!!**!!*!!!**!!!!***!!!!!!!!!!!*!!!!!!!***!*!!!!!!

logo I SLHAPNDKELRDNSELI IMPLINDKKYNI EKAMF
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SVHNRRKYLEKVSNANQHGRKVTVI EYVMLLSDHI

VNDGDMTVQEHAHEQLADEQAVLKDNTPCSKINL IPFW
NTDB id 96195 WL1483 RS08005 WP 050664639.1 ISLHAPNDKLRSEIMPINDKYNIEAFLAGVRRYLEKSNANQGRVTVEYVLLDHINDDMQHAHELAQALKDTPSKINLIPF 294
NTDB id 1457 ASU2 RS00455 WP 014990913.1 ISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLIPW 320
NTDB id 1392 A4U84 RS02730 WP 010786053.1 ISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLIPW 313
consensus !!!!!!!!*!! !**!*!*!!!!******! *!!!*!!!!*!*!!*!!!*!*!*!!***!!!*!!**!!*!!*!!!!!!*

logo NPFPGENAPYAGKPSSNTSRVIDRFSQKVTLMEYGFTVTIVRKTRGDDIDAACGQLVAGDVIDRTKRTFMKEKRMKQFEGKEGI SAVKQMNHQV
NTDB id 96195 WL1483 RS08005 WP 050664639.1 NPFPGNPYGKPSNSRIDRFSKVLMEYGFTVIVRKTRGDDIDAACGQLVGDVIDRTKRTMKKRMQEEGISVKMV 367
NTDB id 1457 ASU2 RS00455 WP 014990913.1 NPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 NPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ 386
consensus !!!!**!!*!*!!*!*!!!*!*!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!**!!****!!*!**
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