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NTDB id 1130 NGFG RS03960 WP 003688695.1 .................... IEKBJFGKG S
NTDB id 1124 NGFG RS03960 WP 003688695.1 .................... IEKBFGKGEIM S
NTDB id 1123 OK783 RS03845 WP 003688695.1 .................... IEKBFGKG S
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG......... KKAA IEKWNFGKG IM S
NTDB id 1165 A1552VC RS01565 WP 000344154.1  .................... IEKWNFGKG IMRLG S
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ... ...... . . ... ... IEKIWNFGKG IMRLG S
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ... ... . . IEKNFGKWY MRLG S
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .................... IEKWNFGKN| MRLG S
NTDB id 1205 PSJM300 05545 AFN77183.1 ... . ..., S
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NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIYQENGGAENAF IDAEHALDPYYARIMLGVN  ELL 138
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AIRYQK[NGGIWIA IDAEJA DPJYAWWALGVN D LL 140
NTDB id 1313 DR RS12030 WP 010888966.1 BEIYGPES[EGKTT ARENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALETI} 152
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AINSOKENGGUAMAF IDAEHALDAASY AJSQYL GV NEYD Ll SQPDIJGEQALEIY 139
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AIEOKINGGUASAF IDAEHALDNIY AJQHL.GV gy SQPD GEQALEI)® 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AINMQKINGGUAMAF IDAEHALDYE:Y AJQALGV | L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIINQKYIGGIWAAF IDAEHARGDIYNSIY AIISLG N SQPDRJGEQALEI[ 148
NTDB id 96172 SAMCCGM7 RS09105 WP 037385990.1 EIYGPESSGKTT AIFAQKISGGIMMAEF DAEHALDPY AIANLGV ILL SQPD GEQALETIpN 151
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AWQK(ENFYNEAF IDAEHALDP|YY AL GVNIDELL SQPDJGEQALEIfe 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UCAF DAEHARDPWYABRISLGVIS ELM GEQALEI[e 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VGAF DAEHARDPWUYARNLGVIY ELMN GEQALEI(e 140
NTDB id 1123 O0K783 RS03845 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAJJDPNYABSLGVIS EL) GEQALEI[S 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INAFIDAEHALDENY ADISLGV]Y § LL GEQALETIR 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT INSAF TDAEHALDP|YYAJSMLGVN DELL GEQALEI[S 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT YNSAFIDAEHALDP|YYAJSMLGVN DELL GEQALEI[e 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INMAFIDAEHALDPNYARSLGV  DNLL SQPDRIGEQALEIRA 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INSAFIDAEHALDPNYAJANLGV  DRNLL SQPDEBIGEQALEIfA 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALETIpN 139
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NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP
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G MGDSEVGLQAR . 233
GDHMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232
GDHMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232
GDHMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232
GDHMGDSHVGLQAR . 232

NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVP GDMGDSHVGLQAR . 217
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR . 219
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALNP GDMGDSIJGLQAR . 231
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALJYP GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALNP GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALJP GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALNP GDMGDS  GLJEIAR 227
NTDB id 96172 SAMCCGM7 RS09105 WP 037385990.1 VVDSVAALVP G MGDSIBZG QAR 230
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALRP GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVP MGD [WEGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALJNP MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALJYP MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALP MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP MGD HVGLQAR 218
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 GNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 GNTQIKGTG. KVVKNKVAPPF IfNYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 RAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KRVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 96172 SAMCCGM7 RS09105 WP 037385990.1 IMRIGS....V.KERBEV KVVKNK APPF IMYGEG S D 305
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 BRTGS . ...I.KKGEEV KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 293
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