
logo MSFLWNSFLSYLYNSFLKEFHRYLFFLFSGVFVI
V
I
VF IVFNI FLLEYNHNFLNFLKENKQKHYL IVDENALLLTHQQYYI

PKHYNKKNNKKYWVLKLKQTEKDNF ITFLYTTSFKD
NTDB id 96149 AR446 RS02225 WP 002777385.1 MSFWNSLYLNLKEFRYLFLFGFIVFVFNIFLEYNHFLNLKEKKHYLVENALLLQYYPKHNKNNKKYWVLKLKTKDFILYTTSFKD 85
NTDB id 1238 Cj1211 YP 002344602.1 MSLWNSFSYSFKEFHYLFFSVVVIFIFNILLEYNNFLNFKNQKHYLIDNALLTHQYIKYNKKNKKYWVLKLQTENFTFYTTSFKD 85
consensus !! !!! !!!*!!! **!*!!! !!!!*!!! ! !!!!**!!!! * !*!*!! !!!!!!!!! ! ! !!!!!!!

logo LNLSKNQFLLNSLKR I ITHNNINSFKDYLGSKSFYAPSYDGFEKVLGKEYKLEKNYNPTI
L I SYFLNQHTNEKIKQEFYGALFFALP I SLSELRNDVNHYYGI

V

NTDB id 96149 AR446 RS02225 WP 002777385.1 LNLSKNQLLNLKIITNNISFKDYLGKSFYAPSYGFEVLGYLKNNTLISYFLNQHTNEKIQEFYGALFFALPISSELRNDVNHYGV 170
NTDB id 1238 Cj1211 YP 002344602.1 LNLSKNQFLSLRIITHNINFKDYLSKSFYAPSYDFEKLKEKEYNPIISYFLNQHTNEKIKEFYGALFFALPISLELRNDVNYYGI 170
consensus !!!!!!! ! !*!!!*!! !!!!! !!!!!!!! !! ! !**!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!*!!*

logo AHL IA I SGYHIGLLFSTL IVFF I LAP I
LYSFFQKRYFPYRNSLRFLDLS I FL I FAI LLFLAYACYL IGFVPSFYVRSL IMAFLWGVFYLLCKNIKI IL

NTDB id 96149 AR446 RS02225 WP 002777385.1 AHLIAISGYHIGLLFTLVFFILAPLYSFFQKRYFPYRSLRFDLSIFIFILLFAYAYLIGFVPSYVRSLIMALWGFYLLCKNIKIL 255
NTDB id 1238 Cj1211 YP 002344602.1 AHLIAISGYHIGLLFSLIFFILAPIYSFFQKRYFPYRNLRLDLSILIFALLLAYACLIGFVPSFVRSLIMAFWVFYLLCKNIKII 255
consensus !!!!!!!!!!!!!!!*!*!!!!!!*!!!!!!!!!!!! !! !!!! !! !! !!!*!!!!!!!*!!!!!!! ! !!!!!!!!!!*

logo

N
SFFVTLFCI S I LYLC I SVLYPRLLFLS IGFFLFSCI LGVFYI FLYLMHHFASKNKLFNNFL ILNI I LLVNIWTFFACMI

V
L
TPVLYFFPL I SYQQFI LAGI I LS

NTDB id 96149 AR446 RS02225 WP 002777385.1 SFFTLFISIYLCIVLYPRLLLSIGFFFSCLGVFYIFLYLHHFSKLFNNFLNIILVNIWTFFCMITPVLYFFPLISYQQFLAIILS 340
NTDB id 1238 Cj1211 YP 002344602.1 NFVTLFCSILLCISLYPRLLFSIGFLFSILGVFYIFLYMHHFANKFNNLINIILLNIWTFFAMVLPVLYFFPLISYQQILGIILS 340
consensus ! !!!*!! !!! !!!!!! !!!! !!*!!!!!!!!!*!!! !!! *!!!!*!!!!!!*!* !!!!!!!!!!!!! !*!!!!

logo GI F IV I
VFYPLVLCFLHFL IANHYGDNLLDNFP I

VLDIDEFFKNFLKFIYAGLTNIHKIPFTWAI FL I SYL IALSFL IASMVRFYKI
YLAFLFLC I FANF IPF IMIMVI

NTDB id 96149 AR446 RS02225 WP 002777385.1 GIFIVFYPLVLCLHFIAHGNLLDPVLIDFFNLKFYALNIKIPTWALISYLILSFIAMRYKILALFCIFANFIPFIMIMI 419
NTDB id 1238 Cj1211 YP 002344602.1 GIFVIFYPLVLFLHLINYGDLLNFILDEFFKFKIYGTNIHIPFWIFISYLIASLISVRFKYLAFLCIFANFIPFIMIVI 419
consensus !!!**!!!!!!*!! ! *! !! **! *!! ! !* !!*!! ! !!!!! ! ! *!*! !! !!!!!!!!!!!!*!
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X ≥ 50% conserved


