
logo MF
LFKHI

L
F
LSLKNI

VL ILAI LLLVFVFGI
MI SLF IGVIRS INLVDKDI FLNSLNSSTTQLE I I LTLTR IPRL IA I LLTGMSLS ICGL IMQQLTQNKF

NTDB id 96147 AR446 RS01470 WP 002780538.1 MLFKHLFSLNILLILLVVFGIISLFIGVIRINLDDIFSLSTTQLEIILLTRIPRLIAILLTGMSLSICGLIMQQLTQNKF 80
NTDB id 1235 CJJ81176 RS06500 WP 002869322.1 MFFKHILSLKVLIALLLFFGMISLFIGVISINVKDILNLNSTQLEIITLTRIPRLIAILLTGMSLSICGLIMQQLTQNKF 80
consensus ! !!!* !! *!* !!* !!*!!!!!!!! !!* !! ! *!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VSPTTAGTMDCAKFGI L I SL I FFATGASFFTQAI
L IAS IVFALLGSF I F IQI LRKIKLKDVI FVPL IGLMFGGI INSAITTFFA

NTDB id 96147 AR446 RS01470 WP 002780538.1 VSPTTAGTMDCAKFGILISLIFFTGASFFTQALIASIFALLGSFIFIQILRKIKLKDVIFVPLIGLMFGGIINAITTFFA 160
NTDB id 1235 CJJ81176 RS06500 WP 002869322.1 VSPTTAGTMDCAKFGILISLIFFAGASFFTQAIIASVFALLGSFIFIQILRKIKLKDVIFVPLIGLMFGGIISAITTFFA 160
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo YALNYIQNIQGWLQGSMANVMQGNYELLYI SLPLF I LAYFLAHKITIAVGMGEDI
LALNLGI

VSYNGTI LFLGL IMIVS I ITSLVV
NTDB id 96147 AR446 RS01470 WP 002780538.1 YALNYIQNIQGWLQGSMANVMQGNYELLYISLPLFILAYFLAHKITIAGMGEDLALNLGVSYNTILFLGLIIVSIITSVV 240
NTDB id 1235 CJJ81176 RS06500 WP 002869322.1 YALNYIQNIQGWLQGSMANVMQGNYELLYISLPLFILAYFLAHKITIVGMGEDIALNLGISYNGILFLGLMIVSIITSLV 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!*!!! !!!!!!*!!!!!!!*!

logo IVS IVGI
V IPFLGL I IPNLVAI

LYLRGDNLKRKNL IY IALCGALFLL IVCDI I SRLVI FPFEMPLS ITTGVLGSL I F I FLLLKRKAT
NTDB id 96147 AR446 RS01470 WP 002780538.1 IVSIGVIPFLGLIIPNLVAIYRGDNLKKNLIYIALCGALFLLICDIISRLVIFPFEMPLSITTGVLGSLIFIFLLLKRKT 320
NTDB id 1235 CJJ81176 RS06500 WP 002869322.1 IVSVGIIPFLGLIIPNLVALYLGDNLRKNLIYIALCGALFLLVCDIISRLVIFPFEMPLSITTGVLGSLIFIFLLLKRKA 320
consensus !!!*!*!!!!!!!!!!!!!*! !!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YA
NTDB id 96147 AR446 RS01470 WP 002780538.1 YA 322
NTDB id 1235 CJJ81176 RS06500 WP 002869322.1 YA 322
consensus !!

X non conserved
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X ≥ 50% conserved


