
logo

MQLKKEKLMQTNSPDNMF ILNRELSWLRFNSRVLDQCSKRNPLPLLEKRLKF IVAIYCTNLDEFYMIRVAGLKQLFSAGVNAI SSSDE
NTDB id 96146 AR446 RS01430 WP 002780516.1 ........MQTNPNMFLNRELSWLRFNSRVLDQCSRPLPLLERLKFVAIYCTNLDEFYMIRVAGLKQLFSAGVNISSSDE 72
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 MQLKKEKLMQTSPDMFINRELSWLRFNSRVLDQCSKNLPLLEKLKFIAIYCTNLDEFYMIRVAGLKQLFSAGVNASSSDE 80
consensus ********!!! ! !!*!!!!!!!!!!!!!!!!!!**!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo MS
TPLQQLKAIRKYLHKQEKDELLEHRYFNE I ITSDELEKENLF IKHNYENLDENNLKQKCDEYFFSNTI FPVIVP IAVDATHPFPHLN

NTDB id 96146 AR446 RS01430 WP 002780516.1 MSPLQQLKAIRKYLHKEKDLLEHYFNEIISDLEKENLFIKNYENLDNNLKQKCDEYFFSTIFPVIVPIAVDATHPFPHLN 152
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 MTPLQQLKAIRKYLHQEKELLERYFNEITSELEKENLFIKHYENLDENLKQKCDEYFFSNIFPVIVPIAVDATHPFPHLN 160
consensus !*!!!!!!!!!!!!! !!*!!!*!!!!! !*!!!!!!!!!*!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo NLSFSLAVKICDKATHPEL IVKFGMIR IPRVLPRFYEVSANI
VYVP I ES IVEHKQHATEE I FPGYKLLASAAFRVTRNADMVI EEE

NTDB id 96146 AR446 RS01430 WP 002780516.1 NLSFSLAVKICDKTHPELIKFGMIRIPRVLPRFYEVSANVYVPIESIVEKHTEEIFPGYKLLASAAFRVTRNADMVIEEE 232
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 NLSFSLAVKICDKAHPELVKFGMIRIPRVLPRFYEVSANIYVPIESIVHQHAEEIFPGYKLLASAAFRVTRNADMVIEEE 240
consensus !!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EADDFMMI LEQGLKLRRKGAFVRLQIQKDGADEQIVEFLNTHMKI FHKDVYEYS I LLNLPSLWQIAGNKTFTHLLSPLYTP
NTDB id 96146 AR446 RS01430 WP 002780516.1 EADDFMMILEQGLKLRRKGAFVRLQIQKGADEQIVEFLNTHMKIFHKDVYEYSILLNLPSLWQIAGNKTFTHLLSPLYTP 312
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 EADDFMMILEQGLKLRRKGAFVRLQIQKDADEQIVEFLNTHMKIFHKDVYEYSILLNLPSLWQIAGNKTFTHLLSPLYTP 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KTLPPFDENLS I FDAI
V
D
EKEDI L I IQPFESFDPVYKF IKEASKDPEVI S IRMTLYRVEKNSNIVQAL IDAASDGI

KQVTVMV
NTDB id 96146 AR446 RS01430 WP 002780516.1 KTLPPFDENLSIFDAIDKEDILIIQPFESFDPVYKFIKEASKDPEVISIRMTLYRVEKNSNIVQALIDAASDGIQVTVMV 392
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 KTLPPFDENLSIFDAVEKEDILIIQPFESFDPVYKFIKEASKDPEVISIRMTLYRVEKNSNIVQALIDAASDGKQVTVMV 400
consensus !!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKKQGDKLKFYMHLSTGNYNASSAKIYTDVSYFTSKAVEF
NTDB id 96146 AR446 RS01430 WP 002780516.1 ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKKGDKLKFYMHLSTGNYNASSAKIYTDVSYFTSKVEF 472
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKQGDKLKFYMHLSTGNYNASSAKIYTDVSYFTSKAEF 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo ARDTTSFFHI LSGFSKNRRLQTLSMSPNQIKEKI
VLEMIAR I

LEATSKGKNSEGVI IVAKMNSLVDSDI IKQALYEAS IMEKGTVQIDL I IV
NTDB id 96146 AR446 RS01430 WP 002780516.1 ARDTTSFFHILSGFSKNRRLQTLSMSPNQIKEKILEMIALEASKGSEGVIIAKMNSLVDSDIIKALYEASIKGTQIDLIV 552
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 ARDTTSFFHILSGFSKNRRLQTLSMSPNQIKEKVLEMIRIETSKKNEGVIVAKMNSLVDSDIIQALYEASMEGVQIDLII 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! *! !! !!!!*!!!!!!!!!!!! !!!!!!* ! !!!!!*



logo RGICCLKPDNEEFYSKNIRVRS I IGKYLEHARVFYFKHSEPNYF I SSADWMPRNLERRLELMTP IYDERSKAKLAQFLRLQL
NTDB id 96146 AR446 RS01430 WP 002780516.1 RGICCLKPNEEFSKNIRVRSIIGKYLEHARVFYFKHSEPNYFISSADWMPRNLERRLELMTPIYDERSKAKLAQFLRLQL 632
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 RGICCLKPDEEYSKNIRVRSIIGKYLEHARVFYFKHSEPNYFISSADWMPRNLERRLELMTPIYDERSKAKLAQFLRLQL 640
consensus !!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SDNLVLAYELKQNDNGEYAEKI
V
A
PSNSEKI

V IDSQQI
TLEEYVSKIYKTLKKDTDQSRATHLASKLFKEN

NTDB id 96146 AR446 RS01430 WP 002780516.1 SDNLLAYELQNDGEYAKVASNEKVIDSQQILEEYVSKIYKTLKKDTDQSRATHLASKLFKEN 694
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 SDNVLAYELKNNGEYEKIPSSEKIIDSQQTLEEYVSKIYKTLKKDTDQSRATHLASKLFKEN 702
consensus !!!*!!!!! ! !!! !**! !!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


