logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
9611
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
2 ABXS81 RS08940 WP 353661729.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

MATKK. .. .. KTNFDDITKKYGA MRLG

AKK. UK#KK&EEIiKKFQgEQEKALSéALKB.

.MAKK..... PKKLEEISKKFGA IMRLG

.MAKK..... PKKLEEISKKFGA IMRLG
.MAKK..... PKKLEEISKKFGA IMRLG
.MAKK..... PKKLEEISKKFGA IMRLG
MAKK..... PKKLDEISKKFGA IMRLG

.MAKK..... IMRLG
.MAKK..... MRLG
.MAKR..... MRLG
..................... IM LG

NRNI D DD HDDIDI >

.MAENKKSSKNNTV. .VKQVEPEQ IEKWFGKG IM LGENE
.................... IEK§FGKGRIM
.................... IEKEFGKGINIM
.................... IEKSFGKGIIM
.MEDG........ IEKWNFGKG IM

.................... IEKWNFGKG IMRLG
.................... IEKWNFGKG IMRLG
.................... IEKNFGKGA MR G

ok b sk

ﬁKBF KNELBLDEQ peer BV

.ANQKMSV
.AEQKMQV
.AEQKMQYV
.AEQKMQV
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.TDTR
.VDTQ
.SKLD

.QVEK

>

EIEP
EVEQ

QVEK

EQLD

nnunnnnnnn il RN N KN NN 0NN N NN N

r

* 1 1%

LDl

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL LD
GSL LD
GSLELD
GSL

GS

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSLELD

S

GSLELD
GSL LD

NETRNENE



logo

VEI 0T ol R oo\ LS LE o A

EIYGPESSGKTT B 154
EIYGPESSGKTT ANAQKEGGIIAF IDAEHALDPIY ATNAL G VN S) 153
EIYGPESSGKTT ANAQxEcGIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxEcGIIAF IDAEHALDPIAY ATNAL G VN S) 153
EIYGPESSGKTT ANAQxEcGIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANk GIIAF IDAEHALDPIAY ATNAL G VN S) 153
EIYGPESSGKTT ANAQxEcGIAF IDAEHALDPIY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxEcGIIAF IDAEHALDPIAY ATNAL G VN QPD 153
EIYGPESSGKTT ANHQxINGGI#IAF IDAEHALDPIAY ATNAL G VN SQPD 153
E YGPESSGKTT AIAIQE[NG GAIAF TDAEHALDPY AMSLGVN SQPD 138
EIYGPESSGKTT ARIQKNGGilA IDAEA DPRSY AWALGVN S) 140
BEIYGPESEGKTT AQAQKAGGTCAFIDAEHALDPVYARALGVN.DELL SQPDWCEQALEIM 152

I

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 96112 ABXS81 RS08940 WP 353661729.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1

EIYGPESSGKTT SQPDIIGEQAL I| 141
EIYGPESSGKTT AIEOKIGGUA®AF IDAEHALDYRYY AL G VN¥D LM SQPDIJGEQALEIY 139
EIYGPESSGKTT AINUMQKINGGUIMAF IDAEHALDY:IY ASSTL.GV N L SQPD GEQALEI)H 141
EIYGPESSGKTT AIEOKINGGLAAF IDAEHALDYE:IY AISHL GV i L SQPD GEQALEI)H 141
EIYGPESSGKTT AIINQK\YGGIWAAF IDAEH AIgD|U8iI Y AJRSL G N EL SQPDRIGEQALETIf 148
EIYGPESSGKTT SQPDRIGEQALEI( 156

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \ASAE DAEHAFDPVYARKLGVK SQPD GEQALEI( 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPYJY ARISL G V)Y SQPD GEQALEI 140
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT VGAE DAEHAJJDPNUY AISL G V]S SQPD GEQALEI( 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT SQPD GEQALEIH 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
consensus

EI GPESSGKTT SQPD GEQALEI/ 139
EI GPESSGKTT SQPD GEQALEI/ 139
EIYGPESSGKTT RY¥®AF DAEHALDPIYAMMLGVN SQPD GEQALEI N 139
EIYGPESSGKTT e AFIDAEHALDPENYAIAYLGV  DJLL SQPDEIGEQALEIfN 139
EIYGPESSGKTT W& AFIDAEHALDPNYAIS4LGV DRLL SQPDRIGEQALEI/N 139

Rk DLTERDE D% T ok 1o ko Lk DUTRlobe DL Thaokkak bokr b DUk D xRl 5 rok bk Lk

g H H HH H



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
9611
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
2 ABXS81 RS08940 WP 353661729.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

LVt

50, v A ML

G MGDSEVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSHEGLQAR
GDMGD HVGLQAR
GDMGDEHVGLQAR
GDMGDWNHVGLQAR
GDMGDWNHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR

MGDSH GLQAR

G
G
G MGD HVGLQAR
G
G MGDSH GLQAR
]

MGDSH GLQAR [
MGDSH GLQAR |8

N R N Yy e Eo

[P IS SIS IS IS

NN

A F

Tk |

AL

233
232
232
232
232
232
232
232
232
217
219
231
221
219
221
221
227
235
219
219
219
227
218
218
218
218
218



SRR IS Elp A
SVRLD|R Ckere fabe A rRERsER ] VB s L vRD s R

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS I RIRD I TIMKINGAWY S Y)iS 311
NTDB id 228 SPD RS09265 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS I BIIRD I TIKINGAWY S Y)S 311
NTDB id 194 SPR RS08825 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS I BIRD I TIMKINGAWY S Y)iS 311
NTDB id 159 SP RS09750 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS I BIRD I TIKINGAWY S Y)S 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS I BIRD I TIKINGAWY S Y)iS 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS I RIRD I TIMKINGAWY S Y)iS 311
NTDB id 453 Spy49 1753c ACI62003.1 IMIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IFHYGEGIS I RIS T TKINGAWY S YI 311
NTDB id 115 BSU 16940 NP 389576.2 MRIAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMRAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R . .PTKVGNDA KPVKNKVARPF VY Gl 307
NTDB id 96112 ABXS81 RS08940 WP 353661729.1 R .. L. KQGENQEENR VI{ASAR QNI IM GEGIS 296
NTDB id 1245 Cj1673c YP 002345041.1 R ..L.KQNBEP M GEG S 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS L 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRICGV....V.KDGREI KVVKNKVAPPF IMYGEGIS il WSATIMKEIGAW - S Y 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF B CVAND I INKMIGAWY S YW 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRITGS. . ..I.KKG KV KNKVAPPF B CAASD I INKMGAWY S YW 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IRITGS . ...I.KKG KV KNKVAPPF B CAASID I INKMGAWY S YW 294
NTDB id 1427 RS RS02760 WP 011000510.1 IMRITIGS....I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRITGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I1.KEG KVVKNK AIPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .. V.KEG| KVVKNKVAPPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG| KVVKNK APPF D NKINGAWY SY[W] 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R ...V.KEG KVVKNK APPF D QIACTNINER(Q 293
consensus kD 1okx lx ¥ ckokskok Dok DLl D % ook ok 1ok * % * kokk D Dookokok ]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625

1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
96112 ABXS81 RS08940 WP 353661729.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

[CNoNoNoNo o]

LEESEEESAMAVASE
IEEDNTEEKQSSKEK
DNNGVVQQQAEETQEJL .EFE.E
SDVPEEDLPTTEDE.QI.NILPDDST

GSTMLEMSEEEI....
EGMISGSEDDEG. . ..

IMEHLEMTPMGAV . TLAEEVEE
IMEMLLNPENMQLIAETSSAAD
IMEMLLNPENMQLIAETSSAAD
JAKLLETSANTKATPVAEDLA
IMEQLLTKASDQTAA.HDETEE
IMEQLLTTGTNGAVQ.I.EDEE

oBsEEs  YBEEv.IDLeDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED
IDGEEVSEQDTENKK
IDGEEVSEQDTENKK
IDGEEVSEQDTENKK
IDGEEVSEQDTENKK

. .PKKEEA.
. .PKKEEA.
. .PKKEEA.
. .PKKEEA.
.. VAQVDS.
.AAQVDS.

....... ETDEK.

.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVTLDLGDELEIE
.VNEEVTLDLGDELEIE
TDDLALDLDNGIEIE
.ADKNLVLELDDTIELE

387
385
385
385
385
381
381
377
382
348
355
363
350
343
347
347
343
372
348
348
348
352
354
354
347
349
349



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 96112 ABXS81 RS08940 WP 353661729.1 ... 350
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 . 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1205 PSJM300 05545 AFN77183.1 C 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1 o 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R 349
consensus

X non conserved
B similar
> 507 conserved



