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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 96037 AR383 RS16065 WP 055734043.1 MATRGINKVILVGNLGQDPEVRFMPNGGAVANITIATSESWRDKQTGEQKERTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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GNQPQSAQEPQQAYPAQAGKQTRGNSPQHNQAYGQFGQFSQRQQAPQAQN
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA.....P...YDEGYGQSQEAYQRPAQQSRQ...... 138
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA.....P...YEEGYGQSQEAYQRPAQQSRQ...... 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFG........GNQGSGWNQAPA.QTNY..........N 135
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFG........GNQGGWGNSAPAPQQSY..........N 136
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVV.NVGGTMQMLGGRQGGG.APAGGNIGGGQPQGGWGQP.QQPQGGNQF......... 148
NTDB id 96037 AR383 RS16065 WP 055734043.1 EGQLQTRKWQDQNGQDRYSTEVVVQGFNGVMQMLGGRQGGQGQT.MGGAPQQQNQGNWGQQ.QAPQAQQGGFQQQAPQAQ 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQP.QQPAKQH........... 148
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 ......PAPDAPS............HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ......PASDAPS............HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QGGYSDNYAQNNNF...NG......GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 QGNSGYGYDQTASR...PA.........QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1447 BW25113 RS21080 WP 000168305.1 .................SGG.......AQSRPQQSAPAAPSNEPPMDFDDDIPF 178
NTDB id 96037 AR383 RS16065 WP 055734043.1 QGGFQQQAPQQQSAPQQQGGFQPAAKPAPQQAPQQQPAPQFNEPPMDFDDDIPF 212
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .........................QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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